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CG%=39.3 AG=-146.8

oo ST Jg

Reverse:5-T GAGCTC TTATTATCTCATTAAAA TTA TAGTTCATCCTT TTGTTTGCCTCCCTG-3

Sacl MAR

Stop codon KDEL GUS

Tm: 75.3 AT%=64.8

CG%=352  AG=-90.7
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