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Identifying Regulatory genes affected on Immune system by using
Bos Taurus leukocyte RNA-Seq data
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ABSTRACT

tudy of gene networks is one of the research fields that carried out on RNA-Seq data.The present

study trying to identify effective genes on immune system and leukocytes activity by gene network

of bovine leukocyte RNA-Seq data. In this research, gene network was studied by statistical
GeneNet package related to R software, after identifying and measuring the expression level of genes and
isoforms. Genes in this gene network that deal with them as regulator genes, often effect on some
activities such as signaling pathways of leucocytes processes, cell destruction and infections, polarization
of macrophages, migration and chemotaxis of leucocytes and neutrophils' phagocytosis. Considering to
the key role of these genes in this gene networks, it suggests to searching about these genes'
polymorphisms and evaluating relationship between different alleles and the immune responses. The best
identified alleles could be used in gene assessed selection, microarray designing and genomic selection.
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