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MALDI-TOF-TOF aloos 5 sl slulid slaystis s =V s

Spot

MS

D The pl/MW(kDa) Exp pl/MW(kDa) Score % Coverage Identity gi|Number
1 8.84/27.3 6.34/26 312 30 Oxygen-evolving enhancer protein 2, chloroplas 0i|131394
2 8.92/17.3 5.7/14 361 56 ribulose-1,5-bisphosphate carboxylase/oxygenase small subuni 0i|4038699
3 8.98/19.4 5.7/10 287 41 Ribulose bisphosphate carboxylase small chain gi|3914588
4 8.92/17.3 5.4/13 366 53 Ribulose-1,5-bisphosphate carboxylase/oxygenase small subuni 0i|4038699
5 4.99/21.2 4.5/14 167 28 putative glycine decarboxylase subunit [Triticum aestivum] 0i|22204118
6 4.99/21.2 4.5/13 257 28 putative glycine decarboxylase subunit [Triticum aestivum] gi|22204118
7 4.52/11.2 4.4/16 80 10 ribosomal protein P1 [Triticum aestivum] 0i|57471718
8 7.62/20.5 4.6/24 78 49 Ribulose bisphosphate carboxylase small chain 0i|585791
9 4.85/18.4 4.7122 424 40 ES2A [Hordeum vulgare] gi|929669
10 4.36/21.6 4.4/33 134 28 predicted protein [Physcomitrella patens subsp. patens] 0i|168067984
11 4.61/31.9 4.5/31 164 25 cp31AHv protein [Hordeum vulgare subsp. vulgare] 0i|3550467
12 4.76/30.6 4.5/29 410 37 cp31BHv [Hordeum vulgare subsp. vulgare] gi|3550483
13 4.53/18.9 4.7/25 120 27 Translationally-controlled tumor protein homolog 0i]20140865
14 5.68/27.1 5.4/29 112 14 predicted protein [Populus trichocarpa] 0i|222855040
15 6.30/16.5 6.5/14 256 35 nucleoside diphosphate kinase [Lolium perenne] gi|9652119
16 5.84/13.3 5.3/32 188 49 Ribulose bisphosphate carboxylase small chain 0i|132107
17 6.19/65.5 5.1/27 81 26 polyamine oxidase [Hordeum vulgare subsp. vulgare] 0i|14485487
18 6.01/22.0 5.6/22 94 27 germin-like protein 1 [Oryza sativa) gi|4239821
19 5.03/23.2 4.6/47 244 33 30S ribosomal protein S1 [Oryza sativa ] 0i|149391139
20 5.24/8.1 4.9/42 73 42 Subtilisin-chymotrypsin inhibitor CI-1B, putative, expressed 0i|77556084
21 7.59/47.4 5.5/43 360 44 Ribulose bisphosphate carboxylase/oxygenase activase gi|10720253
22 5.36/16.3 4.9/19 324 44 ribosomal protein L12 homolog [Oryza sativa] 0i|2331135
23 5.36/16.3 4.8/19 433 50 ribosomal protein L12 homolog [Oryza sativa] gi[2331135
24 4.43/12.6 5.1/17 60 69 hypothetical protein [Oryza sativa Japonica Group] gi|34393461
25 9.16/19.4 5.01/11 155 19 0s04g0530600 [Oryza sativa (japonica cultivar-group)] 0i|115459582
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