[ Downloaded from mg.genetics.ir on 2026-05-25 ]

[ DOR: 20.1001.1.20084439.1392.8.2.11.5]

KL=
1ray gl:...:b‘ &y o;m ¢M“* 0599
YIV-YY. dxio

9 %0 v 99 39 (D-100p) (b ;NS glao p g § (S S ik E g w5

9 b 53 b9 98 @ Cyprinus carpio w9 Jgoxo y9u5 VG
PCR-RFLP

An investigation on the PCR-RFLP variation of the mtDNA control region
(D-Loop) in estuarine and wetland types of wild Common carp, Cyprinus
carpio, in the South-West Caspian sea
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