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1- Yeast two — Hybrid System
2- Domains

3- Chimeric

4- Bait

5- Prey

6- Target Protein
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3- Coimmunopreci pitation
4- Affinity chromatography
5- Mass spectrometry

6- Gene library
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1- Reporter gene
2- Nuclear pores
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8- Nuclear localization signal (NLS)
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7- Cotransformation
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9- Domain

10- Residues

11- Exogenous ligands
12- Restriction enzymes
13- Ligation

14- Master plate

15- Replicaplating
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19- Heat shock protein
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16- Self activation
17- Dose
18 -Affinity
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