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Association analysis for morphological traits in Brassica species using
microsatellite markers
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B.N-1 Russia Modena Brassica napus
B.N-2 Hungary Likord Brassica napus
B.N-3 Hungary RGS Brassica napus
B.N-4 France S.L.M 046 Brassica napus
B.N-5 Hungary Hayola Brassica napus
B.N-6 Germany Opera Brassica napus
B.N-7 France Okapi Brassica napus
B.N-8 France Ella Brassica napus
B.N-9 Russia Lilian Brassica napus
B.R.D-10  Great Britain CR3421 Brassica rapa |. subsp. Dichotoma (Roxb.) hanelt
B.J.J11 Soviet Union CR2692 Brassica juncea (L.) Czern. Subsp. juncea
B.J.J12 - CR2676 Brassica juncea (L.) Czern. Subsp. juncea
B.J.J13 Romania CR2630 Brassica juncea (L.) Czern. Subsp. juncea
B.J15 Italy CR2496 Brassica juncea (L.) Czern.
B.J16 Korea CR2476 Brassica juncea (L.) Czern.
B.JI-17 - CR3470 Brassica juncea (L.) Czern. Subsp. Integrifolia (West) Thell.
B.C.B-18 Ethiopia BRA927 Brassica carinata A. Braun
B.C.B-19 Ethopia BRA1196 Brassica carinata A. Braun
B.C.B-22 Ethiopia BRA1178 Brassica carinata A. Braun
B.N-27 Greece CR2108 Brassica nigra (L.) W.D.J.Koch
B.N.N-28 - CR2724 Brassica nigra (L.) W.D.J.Koch subsp. nigra var. nigra
B.N.N-29 Italy CR2717 Brassica nigra (L.) W.D.J.Koch subsp. nigra var. nigra
B.R.R-30 Sweden BRA2249 Brassica rapa L. subsp. rapa
B.R.O-31 Germany CR2929 Brassica rapa L. em. Metzg. subsp. oleifera (DC.) Metzg.
B.R.C-32 China BRAT77 Brassica rapa L. subsp. chinensis (L.) Hanelt var. rosularis (N.Tsen and S.N.Lee) Hanelt
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B.0.G-44 Iran - Brassica olreacea var.gongylodes
B.O.A-45 Thailand - Brassica olreacea var.alboglabra
B.O.C-47 Turkey - Brassica olreacea var.capitata
B.O.C-52 Iran - Brassica olreacea var.capitata
B.0.B-58 India - Brassica olreacea var.botrytis
B.R.P-61 China - Brassica rapa subsp.pekinensis
B.R.P-64 China - Brassica rapa subsp.pekinensis
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