[ Downloaded from mg.genetics.ir on 2025-07-01 ]

[ DOR: 20.1001.1.20084439.1393.9.3.13.6 ]

Ol 59 Slo m 3T 3 Gl 2 Ognte 31 (i b il 3L !
Real —Time PCR gug 3! ool b i oo yIdSosd

Effects of dietary betaine substitution to a part of methionine on malic enzyme
gene expression in laying hens under heat stress using real-time PCR method
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