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Identification of the transcripts involving in drought tolerance in Aeluropus
littoralis using cDNA-AFLP technique
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GO category

EST name Biological Process Molecular Function

GABIT53 Carbohydrate metabolic process,

Cell complement

lactoylglutathione lyase activity, metal ion  envelope,cytosol,

gluconeogenesis, glycolysis, binding mitochondrion, plasma
response to salt stress membrane,vacuole
GABIT9 Ion /proton transport proton extrusion integral to membrane, plastid

GABIT27 glycogen /starch biosynthetic nucleotidyltransferase activity Amyloplast
process
GABIT20 Regulatory/ mRNA processing RNA/ DNA binding, zinc ion binding nucleus
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