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The structure of cytochrome b gene in fecal samples of conserved
Iranian Maral deer (Cervus elaphus maral)
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Russia, Anjui Isubra Cervus e. xanthopygus AY070224 Y
Norway, Hitra Red Deer Cervus e. atlanticus AY070226 s
Spain, enclosure Spanish Red Deer Cervus e. hispanicus AY044859 °
Scotland Scottish Red Deer Cervus e. scoticus AB021099 i
North America American Wapiti Cervus e. canadensis AF423198 v
China, Mongolia Siberian Wapiti Cervus e. sibericus AY044862 A
China, Tien Shan Tien Shan Wapiti Cervus e. songaricus AY035871 q
China, Qinghai McNeill's Deer Cervus e. macneilli AY035875 Ve
China, Tibet Shou Cervus e. wallichi AY044861 N
Austria Middle-Europeanred deer Cervus e. hippelaphus AY044857 VY
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Hungary Middle-Europeanred deer Cervus e. hippelaphus AF489279 Ve
Turkey, Istanbul Middle-Europeanred deer Cervus e. hippelaphus AY118197 Vo
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Turkey, Bolu Maral Cervus e. maral AY118199 YA
Iran Maral Cervus e. maral AF489280 V4
China, Dong Da Shan Kansu Red Deer Cervus e. kansuensis AY070223 Y
China, Sinkiang Isubra Cervus e. xanthopygus AY 244490 Yy
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ATG ACC AAT ATC CGA GAA ACC CAC CCG CTAATA AAAATT GTA AACA AC GCATTT ATT GACCTC CCAGCC CCATCAAAT [ 79]
ATTTEATCE TGA TG A AAT TTC GGC TCA TTA CTA GGA ATC TGT CTA ATC CTA CAA ATCCTC ACAGGCCTATIC CTAGCG  [136]

ATACAC TAT ACA TCT GAT ACA ATA ACA GCA TTC TCC TCT 6TC ACC CAT ATC TGT CGA GAT GTCAATTATGECTGAATT  [234]

ATT CGA TAT ATA CAC GCA AAC GGG GCA TCA ATA TTT TTC ATC TGT CTA TTC ATA CAT GTA GOG CGAGGCCTG TACTAC  [312]

GGA TCATAT ACT TTT CTA GAG ACA TGA AAC ATC GGA GTA GTT CTT CTA TTT ACAGTC ATAGCC ACAGCATICGTAGGG  [390]

_ . TAT GTC CTA CCA TGA GGA CAA ATA TCA TTC TGA GGA GCA ACA GTC ATT ACC AACCTTCTC TCAGEA ATT CCATATATT  [461]
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