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* F. oxysporum f. sp. radicis-cucumerinum

* Fusarium oxysporum f. sp. lycopersici Folyt1
transposable

> Fusarium oxysporum f. sp. radicis-cucumerinum RAPD
marker OPB-07_277 genomic sequence

® Fusarium oxysporum f. sp. cucumerinum RAPD marker
OPZ-12_865 genomic sequence

" F. oxysporum f. sp. cucumerinum
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Primer Sequence (5'—3") Target organism origin Amplicon size (bp)
ForcF1 (F) GGTGACGCAGCAGTCTAGA F. oxysporum f. sp. radicis- OPB-07_277 277
cucumerinum
ForcR2 (R) GTGACGCAGGGTAGGCAT
FocF1 (F) TCAACGGGACACTTTATGTTC F. oxysporum f. sp. OPZ-12_865 868
cucumerinum
FocR2 (R) TCAACGGGACTCCCTTCG
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Isolate cod Primer Query Identities Accession Number Isolate Accession Number
coverage® NCBI sample
F1 Forf1+ forcr2 95% 99% EF056792.1 KP746403
F17 Forf1+ forcr2 93% 99% EF056792.1 KP746407
F23 Forf1+ forcr2 96% 99% EF056792.1 KP746408 (IRAN 2282C)
F26 Forf1+ forcr2 92% 99% EF056792.1 KP746409

Query Coverage (percent of the query sequence that overlaps the subject sequence)
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