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G0:0005452 F inorganic anion exchanger activity 1/10E-08 0.0000021
G0:0015301 F anion:anion antiporter activity 1/10E-08 0.0000021
G0:0004721 F phosphoprotein phosphatase activity 1/60E-08 0.0000026
G0:0005381 F iron ion transmembrane transporter activity 2/30E-08 0.000003
G0:0016791 F phosphatase activity 7/30E-08 0.0000083
G0:0015297 F antiporter activity 1/80E-07 0.000017
G0:0042578 F phosphoric ester hydrolase activity 7/50E-07 0.000066
G0:0022857 F transmembrane transporter activity 6/70E-05 0.0031
G0:0046906 F tetrapyrrole binding 7/90E-05 0.0035
G0:0008374 F O-acyltransferase activity 0/00013 0.0052
G0:0015238 F drug transmembrane transporter activity 0/00015 0.0058
G0:0003883 F CTP synthase activity 0/00019 0.0066
G0:0010333 F terpene synthase activity 0/00018 0.0066
G0:0004575 F sucrose alpha-glucosidase activity 0/00019 0.0066
G0:0004558 F alpha-glucosidase activity 0/00023 0.0073
G0:0019432 P triglyceride biosynthetic process 1/20E-05 0.0081
G0:0006641 P triglyceride metabolic process 1/70E-05 0.0081
G0:0009063 P cellular amino acid catabolic process 1/50E-05 0.0081
G0:0016838 F carbon-oxygen lyase activity 0/0004 0.011
G0:0046504 P glycerol ether biosynthetic process 6/80E-05 0.012
G0:0006639 P acylglycerol metabolic process 8/50E-05 0.012
G0:0020037 F heme binding 0/00048 0.013
G0:0005506 F iron ion binding 0/00057 0.014
G0:0009664 P plant-type cell wall organization 0/00013 0.015
G0:0006814 P sodium ion transport 0/00013 0.015
G0:0005215 F transporter activity 0/0011 0.026
G0:0004144 F diacylglycerol O-acyltransferase activity 0/0021 0.047
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