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Corral et al. 2010; Noce et~ Merino sheep, il 55 casein alpha s1 94699768..94716493 6 CSN1S1
al. 2016; Giambra et al. East Friesian . casein beta 94727455..94736605 6 CSN2
2014 Dairy and ot casein kappa 94918390..94930149 6 CSN3
Lacaune ERPER N
sheep dlixil Sls sa
b
Rashaydeh et al. 2020; Awassi S 5 beta- 3 LGB
Bayraktar 2021 sheep, . lactoglobulin
Hamdani 5 R e
Sheep 2 55y
Wickramasinghe et al. Ghezel sheep, O el ol very low 76235934..76267784 2 VLDLR
2008; Farhadian et al. density
2020 lipoprotein
receptor
lipoprotein 48325425..48351715 2 LPL
lipase
Symeou et al. 2020 Chios sheep RN fatty acid 12314481..12333275 11 FASN
synthase
acetyl-CoA 50103918..50348330 11 ACACA
carboxylase
alpha
Anderson et al. 2007; Ghezel sheep NP NI DS sterol 28662503..28680451 11 SREBF1
Farhadian et al. 2020 regulatory
element-
binding
transcription
factor 1
sterol 233718338..233782907 3 SREBF2
regulatory
element
binding
transcription
factor 2
Bionaz et al. 2008; Ghezel sheep 2 s xanthine 98563643..98631660 3 XDH
Farhadian et al. 2020 dehydrogenase
butyrophilin 34164583..34170958 20 BTN1Al
subfamily 1
member Al
Pecka-Kielb et al. 2020; Hamdani e e solute carrier 110356160..110360877 1 SLC27A3
Bayraktar 2021 Sheep family 27
member 3
Wickramasinghe et al. Ghezel sheep 355Y jen lactalbumin 147491761..147493791 3 LALBA
2012; Farhadian et al. alpha
2020
Dettori et al. 2020 Sarda Sheep 555Y sl gme prolactin PRLR
receptor
Marina et al. 2020 Spanish Assaf A3k s e solute carrier 40611903..40722923 26 SLC20A2
Sheep A family 20
e member 2
inositol 1,4,5- 23015238..23363543 19 ITPR1
trisphosphate
receptor type 1
neuroendocrine 38740228..38976806 13 PCSK2
convertase 2
CD44 molecule 70685940..70775436 15 CD44
Dettori et al. 2020 Sarda Sheep & s sl AT protein O- 64030413..64054860 13 POFUT1
fucosyltransfer
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Sallam. 2021 Barki sheep Aoy ph M toll like 6068483..6078971 2 TLR4
i receptor 4
ST P2 S
Loy 5 5eSY Ao
55 Jslos ol 5150
e
Abousoliman et al. 2020, Barki Sheep 5 b Mg s Slas leptin 101297507..101302245 4 LEP
Mahmoud et al. 2014 Najdi sheep )
[ S S B
Aol 3l g0 Ao growth 72163946..72181117 4 GHRHR
hormone
do3 3 et 5 sl releasing
JS oS hormone
receptor
g Do b Lo e a5 e S 5 o 5 =Y sl
&= A S 5153 b Odeo 5 Cond 5 ST X 85
Author(s) Sheep breed Trait Gene Position(bp) Choromosome Gene
description
Sallam etal.  Barki sheep oy Slis keratin associated protein 6-1 133365324..133365936 1 KAP6-1
2020
Mohammadi et Zandi sheep RN/ keratin-associated protein 11- 132879056..132880054 1 KAP11-1
al. 2020 1
Maetal. 2020  Chinese PR FCag atypical cadherin 1 17392183..17514225 26 FAT1
Merino L.
SIS e
thrombospondin type laminin 287787229..287878982 1 TSPEAR
G domain and EAR repeats
Wang et al. Chinese .ol sl by s tyrosine 3- 84225055..84258975 9 YWHAZ
2014 Merino " monooxygenase/tryptophan
w oM 2B 5 monooxygenase activation
protein zeta
keratinocyte associated 36019530..36020962 3 KRTCAP3
protein 3
Wang et al. Chinese (g S 3 L phosphoinositide-3-kinase PIK3R4
2014 Merino " regulatory subunit 4
Zhaoetal. 2021  Alpine e e 5 I
Merino S s Sl
sheep, L .
Achan fine- = ol
wool sheep <
and kinesin family member 16B 10486456..10787202 13 KIF16B
Qinghai protein tyrosine phosphatase 14245124..14400792 2 PTPN3
fine-wool non-receptor type 3
sheep G protein-coupled receptor 217233112..217253460 3 GPRC5A
class C group 5 member A
DEAD-box helicase 47 217294565..217308548 3 DDX47
10 TCF9
24040933..24079800 10 TPTE2
ephrin type-A receptor 5 88833081..88889823 6 EPHAS
neurobeachin 28245289..28912136 10 NBEA
ubiquitin-conjugating enzyme 139068007..139162191 2 UBE2E3
E2 E3
rhophilin Rho GTPase 46316437..46387023 14 RHPN2
binding protein 2
neurexin 1 78421231..79629988 3 NRXN1
b 3kl Sl ankyrin repeat and 60057679..60102551 11 ANKFN1
SU fibronectin type-111 domain-
containing protein 1
TNF superfamily member 4 44187802..44209767 12 TNFSF4
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b3 by oo, C-C chemokine receptor type 55182838..55192080 19 LOC101117971
Sl
S b GTP binding protein 91114552..91127918 9 GEM
overexpressed in skeletal
muscle
s kel Gl neuroligin 1 232267096..232294935 1 NLGN1
. Sl ubiquitin specific peptidase 225848989..225984436 1 USP13
Alpine Ny 13
Merino
sheep, SUI G Jsb EWS RNA binding protein 1 77796718..77823166 17 EWSR1
Chinese )
Merino S e 00
sheep, neurofibromin 2 78005983..78076570 17 NF2
Aohan fine- calneuron 1 29311310..20832077 24 CALN1
Zhao et al. 2021 wool sheep v
Cavalcanti et al. and integrin beta-1-binding 84210680..84272589 1 LOC101117031
2017 Qinghai protein 1 pseudogene
Kijas et al. 2012  fine-wool
sheep F-box and WD repeat domain 24135120..24170707 2 LOC101123603
containing 12
multivesicular body subunit 9862389..10062196 3 MVB12B
12B
phosphatidylinositol transfer 13432170..13695031 11 PITPNC1
protein cytoplasmic 1
G ey O3 LOC105604756
Gt iy e neuregulin 3 39671004..39722758 25 NRG3
UG el integrin beta-1-binding 84210680..84272589 1 LOC101117031
protein 1 pseudogene
neuroblastoma breakpoint 103348644..103409650 1 LOC101112943
family member 6-like
vav guanine nucleotide 89478487..89904012, 1 VAV3
exchange factor 3
uncharacterized 62191812..62219492 7 LOC105607291
LOC105607291
Sk iy Aoy SRC proto-oncogene, non- 69080326..69134806 13 SRC
receptor tyrosine kinase
O LG e slie beta-carotene oxygenase 2 25021687..25091194 15 BCO2
oy K5 phosphoglucomutase 2 like 1 56801424..56861752 15 PGM2L1
s Ty S
poly(A) polymerase alpha 61859330..61913847 18 PAPOLA
family with sequence 41730661..41763019 22 FAM204A
similarity 204 member A
chloroplastic group 1A intron 24646711..24655502 22 LOC105604253
splicing facilitator CRS1
melanocortin 1 receptor 15487155..15488108 14 MC1R
melanocyte inducing 33090888..33382201 19 MITF
transcription factor
agouti signaling protein 66447625..66475187 13 ASIP
KIT proto-oncogene, receptor 77314286..77396573 6 KIT
tyrosine kinase
Frizzled class receptor 2 18732255..18735587 11 FzD2
Cavalcanti etal.  Brazilian R melanocortin 1 receptor 15487155..15488108 14 MCI1R
2017 Crioula
sheep
Baazaoui etal.  Noire de PR follistatin 26932247..26938983 16 FST
2020 Thibar '
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