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1 MON-@@J813-6 Resistance to diseases and pests - Insects - Lepidoptera (butterflies and moths)
2 ACS-ZM@P3-2 Resistance to antibiotics — Ampicillin /
Resistance to herbicides - Glufosinate
3 SYN-BT@11-1 Resistance to diseases and pests - Insects - Lepidoptera (butterflies and moths) / Resistance to
herbicides - Glufosinate
4 MON-@36d3-6 Resistance to herbicides - Glyphosate
5 MON-@@3@21-9 Resistance to herbicides - Glyphosate
6 DAS-@15@7-1 Resistance to diseases and pests - Insects - Lepidoptera (butterflies and moths) / Resistance to
herbicides - Glufosinate
7 SYN-IR162-4 Mannose tolerance /
Resistance to diseases and pests - Insects - Lepidoptera (butterflies and moths)
8 MON-89@34-3 Resistance to diseases and pests - Insects - Lepidoptera (butterflies and moths)
9 MON-88@17-3 Resistance to diseases and pests - Insects - Coleoptera (beetles) /
Resistance to herbicides - Glyphosate
10 DAS-59122-7 Resistance to diseases and pests - Insects - Coleoptera (beetles) /
Resistance to herbicides - Glufosinate
11 MON-8746Q-4 Resistance to antibiotics - Kanamycin /
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rootworm (Diabrotica virgifera)
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Resistance to diseases and pests- Insects- Lepidoptera (butterflies and moths) and European corn
borer (Ostrinia nubilalis)
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14 MON-@@863-5 Resistance to antibiotics- Kanamycin

Resistance to diseases and pests- Insects- Coleoptera (beetles)
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