[ Downloaded from mg.genetics.ir on 2026-06-24 |

T L
164 sl ) oslod cpdad 0590
T4 - YA axie

31 00lii! b Al (sldCurod 90 99290 (S5 Egii (w9 3
URP g SCoT byl

Investigation of genetic diversity among fenugreek ecotypes using
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