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Investigating the Expression of Induced Proteins in Leaves of Two

Soybean Cultivars under Salt Stress by Two-Dimensional
Electrophoresis Technique
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3 Ribulose-1,5-bisphosphate carboxylase/ oxygenase large
subunit

* ATPase alpha subunit

3 Glutathione - s transferase
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!'High affinity phosphate transporter (PT1)
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2 Adenine phosphoribosyl transferase 4
3 Adenosine monophosphate

5 o @ie 53 et slampl B Laslall s 0ssU S
sdgs 4 1y 2 0l s Logas S5k sloply o> LI
wle b O3St glaw S Gl 3 b 5l eyl cpl s
35St A5 51 a8 Oasdes AT g 5 O5sodes AnST
SR ade el ol muly o ags B 3550 Jols

OLen 5 Caruso s L ,ol= Guass gl 2l e
03 D53 ekins G Ol g el IS il Cillas (Y20 4)
5 s 1S 5wl ladeul o JT 055,585 SLS 5 s
S il Ulpea Sl el IS 5 ls Glodes JHE LS5 JS
IS Sl S S o B bl w1y s ols s
el QLS 5 055,25 o oS

S 5355deS] eeS3sp ply sl Yl D14 K
W3l Al (g 5 Rl L Bl epl Ol Ol AL e
JEsl et 55 Bl ST LS, sdenS] S 358
o M3l s NADPH 45 G s 533 51 52 528 55 05 250
JSe IS 4 m sla 5STs s ek bl Ol seas NADPH
o 53 ks NADPH o S g5 5 3 31 0 xSl et o 595 o0
GBS e O Sl Sl s el el g g,
Olgsas FNR (g3 s 8 sacSGlll 5 55l o (5,8 sl
Jola e S ple Gla e (gl S 935 3 oS sl

! Ferrodoxin: NADP(H) oxidoreductase
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Sojled oy el pl BRI Percent volume Percent volume
Spot Protein name MW(kD) Js Sogt B
Normal Salinity stress
Al Heat shock Protein 70 6.80 73 0.150 0.229
A2 Adenine phosphoribosyltransferase 4 5.28 19.58 0.291 0.107
A3 H* transporting two sector ATPase 4.8 34 0.120 0.367
Ad Protein translocase subunit SECAL, chloroplasti 63.5 15.111 0.333 0.118
A5 DEP1 6.16 32 0.148 0.055
A6 Peptide methionine sulfoxide reductase (cPSMR)  5.67 32 0.038 0.180
A7 Vacular protein sorting-associated 35B 6.20 3.59 0.255 0.065
A8 Cathepsin B-like protease 1 6.13 29.88 0.471 0.269
A9 High affinity phosphate transporter PT1 6.72 62 0.137 0.325
A10 Isoform 3 of Protein-L-isoaspartate  O- 6.96 21.66 0.190 0.424
methyltransferase 2
All Transcription factor ILI 6 6.62 29.05 0.068 0.206
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4 Retromer

5> Na Exporter Protein

¢ Cathepsin B-like protease 1
" Programmed cell death
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! Adenine phosphoribosyltransferase
2 Protein translocase subunit SECA1, chloroplasti
3 Phosphoribulokinase
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! Pseudomonase syringae pv.
2 I1soform 3 of Protein-L-isoaspartate O-methyltransferase
3 Protein Isoaspartate Methyl Transferase
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