[ Downloaded from mg.genetics.ir on 2025-08-23 ]

[ DOR: 20.1001.1.20084439.1389.5.1.6.7 ]

G290 i S Jad (592 I (T ) PN g 3 (S9! Axdlhae

. ¢ e T F. Y ) TR
O&le;eﬁz\?gg,;wﬁrb&w:\ﬁb&;ﬁ¢o:\jwésw\,@g*ﬁbs\y

el s s, bl Glslial QLS (6 8 (g mdils 5 4 T Y
Ol olKsls (3,5LaS 0aSLiils Sl Dol

d‘]@-’" bl.<~i.’:\.> ‘L.E))}L‘:S é}ﬂ}&‘ﬁ .L.::)\ L;«:LV.L)LS L;;Lw 6}?;&4‘3—0
fatehi.foad@gmail.com : S5 xSl oy (DL J ghs o 5 F

(MAYIY 25 d 06 = AVANY Sl s & 00)

31 G o9l 58 .l (§339LST 53 sl g pae o) i S S S (SO (Sagd s
Bl S92 185 90 Bogm i oD Ful S w95 (Ll sgtiie 4 ngd 9 99
29N 9 PoFen BT B9 p D (FVgb Gogh G P adllan Hatine 4 b odlin!
095 (b3l LS 53 (G980 polie Ulghm 3d § Sl duwgo I ol dugi) fadl od)
£ Ao 30 OBL 9y ¢ W Jlesl .ud culs Ol e oK1 OB ZMel g el
- 4905 .25 D390 NaCl 3¥g0 (oo T+ 9 (Wbld Olgin (Jgor 1) jho Zglaw b (S p
T Pl plonl 5 Jleal 3 o 385 TY 3 e OBLE pilex <F p 085 i b &5
S ond gl il G (piig y b plul 4Bl i OgRwl-TCA 593 Llol » J5 g g
PIS w38 . Gilwlo £-Y I (2wl LIPG B J5 Ay 4 J9l o 50 g &5 g
& 818 Ol B3 4 55 3 ol gu b b odliiel W yd 17/0 cazé b awel s 571 s 3
o 20 18 a0 Sl (SIS 4T AY Slum (Sl ;T SIS gy 4T 110 Ole
4T Y0 4 3o SIS Ol AL 4T TE 9 Ol R0l 40 A BT Ol f 45 Wdg by slesd
N by bl 4 e MALDI-TOF-TOF (052 gow b 31 oolawl b Sui9p
nucleoside  3MawS 93558 ™ Rubisco Oxygen-evolving enhancer protein 2 fud
Trandationally-controlled § (093943 (S a9 3¢ ilumus! MT b diphosphate kinase
Jil g JUKw Sl dos ¢ (- ol o gid (S auuilo 5 457 Al tumor protein

A Jo 39 5,

RTE D)
1TAR Hle o) oslods ceoxis 0990
V-V dxio

US>

Cgu 93 3 )s89 5l
CS0g 9
UL

9


https://dor.isc.ac/dor/20.1001.1.20084439.1389.5.1.6.7
https://mg.genetics.ir/article-1-1036-en.html

[ Downloaded from mg.genetics.ir on 2025-08-23 ]

[ DOR: 20.1001.1.20084439.1389.5.1.6.7 ]

il 03 3l gty (IS cosl e Kb g o315 e (s31glIe (23l 513

Sagi i oo bl S92 08 (S5 P99y (S9! Al

r;J'J Aol ook Coeal Jshe s s el by S 513
S o gl 5 howe gl A5 4 OIS Al )
el 185 (90l 3 Caeal

Gl 53 b s ples dob 53 e Ol (58U ol ks anllas
B uu.:fﬁjﬂ ) o Jjjjw'.la_i‘f}} J\QJQL.LJL::
ples Sl les S Laim W03 L 1y s bl oST L s
elmil sl s p3ld s 5 Slele (SIS Sl oas
j\&m&lﬁ@&ﬁ\jé&d\g@j}jﬁzdk
Q) w58

sl cJJS Lo “ LSJLZJ S ob U'l\ B U"’{?‘ﬁjﬁ
e LS @ mel 5 OLLS Sl (ol oS
JZ.JJ_T‘ o 03 (Y"')Q\)&M)dj}b ol ol tl}u‘
Vrla 5 pslie s 3y 55 laals; Gy 2 Guse
(\Q)Juaﬁébu‘)euuhcwguﬁﬁjﬂ

Ol G s o Yol dle o OLes 5 Sos bsls
LR L L V- S PV RS A GIE =r JsSSL 53 sy
3 edkd Ol ()58 4 pslie Olge 4 IRTOYV 555 Godoss
SIS S $Suse ot G5 sl 31 ey 5 Y
Sl s 55 ISk sladped sl 4 S planil o Ol g
Wi o3 S 4w opl Ol (SN Sl o3I Ll
J;G Ql.:‘;ﬁ.g.s)le} QJ;MJAJJ J;.i.n}ﬁ \Y J\J:J}a.)v.i':
S &S Ws 8 asie o Ko S VUl Sl
«._A.Jaﬂk_l.\..ﬂf LAJ:J)J.: U'il L}.)L\AL\.\;LJ./L"O./L\:I QL\J )Jj.::.is
Lacslinst ol Olge o gl &8 s 8 Lasie (o o
ATPM}JL&;\ GM)—"}) dazr 5D J,:f)) LSL“Q'.‘.:'.'.)‘):!}
V) kS o Wl 28

Suadeda ij.: rﬂjﬂ 6‘3{)1 (Y"O) ub@ 9 LS;““*‘O

Vo slaazalS s S ) s LA S |, aegyptiaca

doddo
Srdkdd s 5 Ly odiS sdome Jolsge o Rags S (5o S5
Sl e e hd 63y e 53 e s ol Y e
Sl Ol s 4 Sy s Ol gl IS U
Do Y& & o33 (1)) i 3o (5550 51 ol (55058
Lol 58 (Dol o5 0 o Ol G2L1 5l LS
L (T3 L Y- S Pt
S35 o3 a4 S &) bl a5l VL (6o s e
D oS (oml e s e 1) S, (ls bzl
Cad s Shes 5ol &S oS A, wliad ol 5 5wl
53 elial )5 g Obls 5l S (YDAl e Jials
dacl g g Coeal S e OLG) glAe 5 Sl W] pls FPREY
Vgane 8 A3l oS (5dol U sl 155 55 0T A,
(F) Cnd ok dpdoms (5h58 5 ol sles (i des
0353 & 1y 25 JKw 5 03,8 Cdls 1) 25 A,s6 OlalS
J 1) s o550 ‘_gLAV._....._JK» 9 eals Jlaml s Jale
et L UL e gla 25 4 0SS5l il S
Ol SN s el 5l Sl el e OLE0 Ol
S 3l eds uS MRNA laci sy Olme 6,5 o3Il O3
CDNA-5 SAGE a5, dile slabs, oS 4 Laoj SO
V4¥ cDNA microarray oslawal L Jle gl .ol AFLP
Sops o5 Cos Oy & Lus oLl MRNA iy,
tlie G 53 (Y0) 3L Rl o 3T 3
DB mon 2osn Gopd 5 Cov g glals b S
O adsl s oy N Sl e A el Olis 5 s S
S5 ey L O0) tias e OLES Ol il L 2alS (6,52
b sy ol 5V SS g 05 Ol a2 50 VL sla iy, VL
03 (s, boS olg eyl 51 4S5 A5 Sledlbl
daly 85 5 MRNA Ol s gos L5 L lesl
SIA L GliSs g o5 03 oty I 3 ekt
s 0 4l 51 ey e g 31 ok 03 S Sl oS

! Microarray

WAR jLal Vo ylosi] woiy 098] (5199 Sl


https://dor.isc.ac/dor/20.1001.1.20084439.1389.5.1.6.7
https://mg.genetics.ir/article-1-1036-en.html

[ Downloaded from mg.genetics.ir on 2025-08-23 ]

[ DOR: 20.1001.1.20084439.1389.5.1.6.7 ]

Gog i i S8l S92 85 (5 P39y (S99 axlla

il o8 3l gt (BIS o3l e oK a 0315 e (s3I (36 310

o 09y 9 Olgo

S Gy 5 S5 les
g0 S5 esle Olps 4 il g o3, G ol o
YO sLOlS s alS sladisel ol .0 S 5 eslanl
GBS s (V0 ¥ o @) oSS s S ol o)
GooiS eaSEils Dbl Pl 5 el 65 S sialas
LoblS S, 55 e 5l Ao . lds oS O,y oKl
Ol b LI ol 5 s (olol WS g Llie Jgloee 51 ealizal
Jhs! Gl .l aslsl S5 F s o pm o5 i Jlesl
NaCl ¥ Joo Yoo 5 (dali Q\);pat.)]uc}la,.«)'ldigj
Ggod e 5 dlesl 55, VY e 4y (555 A5 S el
U s dezmie mle 035,25 55 (S sbaiped .25 5 ploil (o5
GESS 3 Kl a s =AY sles 3 S5 ]Sl oS0

RE TR

preoly 5 ke (g some (g S 031
hied Jhie ST el s (oler S ) S Sl (sltde
VY°C by 53 cele YA Sl @ J oo A e2ls
et sk 4 A sl WS Sl 05 5 Las Sl

(Y0) L oalizel it (5gs 3l pelty 5 s S

S 93 5089/ 5 S 9 p 7l Pl
Foo Pl (eoler SR (S 3kl s gl s
A) 23 8 el Slis SAHL (V4A9) LK 5 I el
33l s 5l el s SRS Ol (5,8 o5l 51 5
O3ses 355 6l byl opl s ((8) Al eslizad (14VS)
oo FV 2l g el LIPG o) Jotls 4 ooty
Sl el Jas b Olgen 5 edd o f ol Sl o
CVE bwge jsb a5 ot b oo e 5L e b U5
55 Ase s 51 G cpl 3 42 Jsb csle 01
(EF) Jsl dn pbl slp ubose pli ol o8 0 sl
Proteinll Xi Cell o&ess p35 o plal (gl A eslizad

* Rehydration

WA ;Lal Vo Lol poriy 098] cy199 Serii

Tee g gon T 00 o it gl s oS pl e,
Sbaaised 55, T Sl ey LS Sl il LIS Ve L
A ey 93 35555 S a0 kS (55 e S
Ao phae) dali b aglie s 25, a0 NY gene o
05,5 ol Kapr edd Ol e slrs &S LE Ll (Ko
e Ve e 03 1 b S s ek e o 2l
Lo plals bapps s cpl 3G YV sl s S0 5518 N s
G5 (il eSSt S 4 Ceslie s S
Fonlr S 5 Al oI35 e (s s ATP
K Olge 4 ol Sl edle sy et
) 85 o oo 55 S5

Nipponbare «x iy o olS (55, » (Ye08) OLn 5 0L
35 ol slaazealS nlesl cnl s s S dlasl | (s)58 i
Se3 Vo MM clale b ocloy 255 Ay pge atds > oS
o el VY 5 A YE slagle) 5o L0l s (s BURNLY
b JS fisn 5 edd a5 ady; gbadise 5 Jlesl
s ) pdlSS GeSsn IN) r slas s S ol S
Yoo Ol Sl oS a0 s sl ol 5l.cs S 513
P e b S8 4 sl Ol Ol el s oS
Oy a o Sl sl Skl laSSL (g 50 5
5Ll oLl o5 5 4 Swslie 5 Joms slapSs
SASTUDP lpe e ol Sl S g s
AR 5 ks lawsi C IS S 5 TS0 i s
5SS O350 e e 25 5 LSy nl s S
() w8 o Wyl 255 (6551

Sosd 5 el aie 5o 25 Sl Sl a5 L
o ol sl 4 Gaiss ol b e S5 i s ol
@ gl oo Jots Sl plelid w5 2 SO

.mrt?g\ﬁagﬁg.u@%kwp&u

2 UDP-glucose pyrophosphorylase
% Cytochrome C oxidase


https://dor.isc.ac/dor/20.1001.1.20084439.1389.5.1.6.7
https://mg.genetics.ir/article-1-1036-en.html

[ Downloaded from mg.genetics.ir on 2025-08-23 ]

[ DOR: 20.1001.1.20084439.1389.5.1.6.7 ]

il 03 3l gty (IS cosl e Kb g o315 e (s31glIe (23l 513

Sagi i oo bl S92 08 (S5 P99y (S9! Al

el g b Hliae

PV Sde (S5 F laanalS (o508 15 dles! e
anslis gl s S 513 NaCl Nge Lo Yoo Clle 5 ne
6;1:QL';J@u)unu@\t‘;)ﬁjj\dﬁgjwﬁjw
dopn Vol g dald 5 65 sled e ol e sl
5 ot ol 5 e ol 3350 dalie <Slir 3
) J50) wlessly 2alS 5 il o5 5 Jles!

60 -
% 40 +—F———
J o g
: %
a IREINNUR A
g PES o

Sl

Lilﬁgxw@)ﬁwwb)@qlﬁ\)&ﬁp—\ I
NaCl )Y}AJ.:A‘“" j(;ﬁ*ﬂ)d;&s

S ps55n a2
Srpssn 6N S 2 Gosd A5 eon sk &
D3 st B ces S Y slaagalS il 55 g
S o lhazalS poler S bty s S
Sl S5 Gad3 a5l ey L gl s 555
)bﬁ%}‘ﬁ)}kmdﬁ.ﬁj}ﬁ &Y‘\O J\J:J oJLulJ;'.;;LaM
ot s 4 A S 13 bl a3y se 5 slelid
@ aSd e e Lo ke Bl e Ol (A4S Ol
e J.p\;— LgLAaJ\) LS ealew! sl a‘}:SLAJ} ‘)\.Lr”u °<i Q‘j&
s gl 5ol Dgesl Sl ad 4 S| I e S
S el lasles s ey ol Ol ess alulis gl
()yﬂ S el CL:; A eslinal Loy 0 bl Cla.ﬂ 5 ol
Dled anslie 53 2 aSIAY sluar oS 5l QLA S gl o
O b ks e OLAS Oly 5 sl 2 VO ms dall L)
OLES Y ISKe s Ly ol 51 (ool B s lsls OLAS

Lledls oala

Gb el K, el el s oS,s cxle
gfj) )‘ o= N()EW rbu\ (VAAY) Q\)&oﬁ 9 er JS)J)J.;
Syam S 5 ol GSB00 e i 3l eslizal U a5 gl
Lﬁs;ﬁw)ﬁé‘ﬁ.xﬁcﬁs%:aﬁgjug“l
A eslansl Melanie 7. 53 or ol e laslas o e
Gaasd e 5 LD el el ) oS 5
Sl s oo Cedle | il bl slad 5 bloe
S48 Laosls Laassd (%Vol) s Loy L;;SJ\.LEA C\jz:.w‘
oS olie &S plaasd i 5515 Casgnal 5 (gobl wes
Oljee 4 ) iy Hls pwe ool M)JO)LJCEMJJ el ol
IS slaasI Ol ge 4 (Oly 2ol b Siulssl ol u V/0 51 i

P e b b aes 5 d5 ) bty s

o Ol s pme sl Ao s O (gl a3 S ol
oy plolid ol 4 dils (gl VO Ol s 5 sl
b b ol sS b odd (55010, Glad3 Sl o o b
YR

o3y gized Lalr OF L Jb e ol s oty glaaS
70+ 53 NHHCO; [Vio Juo 00 Jgows b o X
Sheslial b e ol Sl e Bl G135, 30 sl
Loy el bogsgmal 700 55 DTT Nyo he Vo Jslos
AT Lol 00 53 dsbialsis Vs e Fro Jgls
Ls Kas bmdsmal 7V Jgos UL 55 ol s s
S eslimal b a3 YV sles 55 5 i ok 3 el el
Isboes 51 osliial b o bty o235 ool oy 5 5l
o b s el s gxal 10 s TRA 7))
S,y o&Kils 3 MALDI-TOF-TOF l eslizad L o>
Lo o b 3l ol slaesls el OIS
Sl L s MASCOT S pmies [ 55se 5l eslinud

Az S 13 455 5,50 NCBINF

WAR jLal Vo ylosi] woiy 098] (5199 Sl


https://dor.isc.ac/dor/20.1001.1.20084439.1389.5.1.6.7
https://mg.genetics.ir/article-1-1036-en.html

[ Downloaded from mg.genetics.ir on 2025-08-23 ]

[ DOR: 20.1001.1.20084439.1389.5.1.6.7 ]

Gog i i S8l S92 85 (5 P39y (S99 axlla

il o8 3l gt (BIS o3l e oK a 0315 e (s3I (36 310

<%)&5;(¢Mu>du;kﬂ\,~zm&.zgtv§)—w§\;

Sly ool s Gl 4l 5B 45 ol AAAS
ladd G b Sely Bl SJBS cls L i)
S plin Gas 53 (V) Wil e of dé oKl Sl oSl
a3 plal o 'S sl (55 (YV+49) 0L 5 S50
D w5 e S A Cos 85 ST Sl
LV 51 S sl ol Ol bl s YO 5 WY s
daulyy S SVsb A5 s SleST Sl b 1
S Wil p COp b 28l 5 iy Salda ialS
Seely 0 Jld Lo o 58l 4 s sleg nal COp
L3l T Jled ol o iS Slee sladd Ll alanl

(YY)
Goss de GYsb a5 cou O Ol S sl 5l S
«J) Oxygen-evolving enhancer protein 2 sls olis jals
(V00 F) 5lesS 5 ole baw g oS plie Goid 55 35 ()
Y adsl olele ;3 OEE2 Oly Ad aseie <3S ol
GRS o 5 (G dlesl Sl ey csle
(1) Lo S ol 4 Oloy adIS 51 ey Ll Ll s
©OEE1l (33 kDa)) 4>ly 5 aw Jols OEE (sla; 5y,
ba s, cpl b o (OEE3 (16 kDa) 5 OEE2 (23 kDa)
slis Jloes) mhw 53y Lpde U ws py5 by
oSS 48 ol sl jaseie (TV) X, e )3 bl IS

5 ATPase Associated with diverse cellular Activities
® leaf lamina

WAR 5Ll Vo Lol pariy 098] 3195 Sl

Sogs AU 4o mul slagntiy ol

slaas adls Ols 53 62l VO ois &S 28 5 slaasd o 5l
MALDI-TOF-TOF oz g ib Sl oalizul L 453 YO
03,5l Y=dsder 55 add gLl glacSs, Las ol
P L;;«.\M.h ol pluls gla 5, (an.T O 03 Kl
Sl osd o e dys JQL‘:)‘TJ SsS MW 5 pl slie o
Olsen oL L s Jsl sla hit eds _slalid slagyesss s i
A a S s Sl

Sladsls s s 890 ¥ oodd Lol gla 5y, 0 2
wﬂ OF 5 A X XY ol () Ksp Sl S S
Al s A) gl s Ay st Ol S Sl
Lb o (S Tl s SIS (S Aty o5 A 5 S S
Sladsly 3 LS e JBIS 1 o IS et STy sl oS
S Lpd e &S Sy IS 055 L 5 1l S S
534S b Olea e Qisde L 85,0 SS a2 ¥ 5 Y
Ol ar Gugd A5 53 Waps ol Ol 35800 0is ¥ ISS
DL dlal gy olS 4 iy o lan ol azils i1l sl
o3ls il il i cou 1) Wl Ol Sl gladsly 5 05
ol s alald 5t Sl Olge 4 YY) oled oI ol
Ol Ol (Al B ol 2 WY Ol ar 058 25 ol 055
s olsls slael 51 S 5SSl el o3l


https://dor.isc.ac/dor/20.1001.1.20084439.1389.5.1.6.7
https://mg.genetics.ir/article-1-1036-en.html

[ Downloaded from mg.genetics.ir on 2025-08-23 ]

[ DOR: 20.1001.1.20084439.1389.5.1.6.7 ]

il 03 3l gty (IS cosl e Kb g o315 e (s31glIe (23l 513

Sagi i oo bl S92 08 (S5 P99y (S9! Al

U 3 S5 5 andls i 55 HaOp S e Ll Lads 5L
B R
OY 5 VY ) cp3lBHY 5 cp3lAHV syl &
3 poszr s (ZW 5 JSRNA & ok pd fuate slaSs
Soo J=lm blarss ol Ol Wsls oLas (1444) Ol
J 28 o CpBLIAHY Ol i 4 .(Y0) sl Saaen S,
el 5 ke

o ok sl glants s S @) ES2A g
WVl 6o5d 5 Cod &S Sl o) S 050052
Sibse SO ES2A (M) Ll esls Olis Ol s sl
Ol S5S Cogd sy Ady > e 55 &S 4> (dbg576)
) cd sl > s e

ol s Slld e 4k 85 Ol A oled &S
o315 QLS Ol b3 6 pl ¥ RISl ot A5 S e
r.rS Ol slaazalS s &l Jialer b s by > .ol
Ols 035k o w0 (2815 50 Wb (oS 55 rizmen 5 o> 5
Lbs e slainlis g Olse a0 e ad GlanZiy  Lpd
RIS PO g ] [ WP P Ve SO S Y PR
ad el gl glasl 51 S ol esls OLAS el 4l
Uy Sl g 5 3IS] QYl)f\ o Sl e
deSl g b a5y HOp A)g ks w0 0L
rl§.>,:w,l 0 by s sl aws ol A8 51 S (650 senss
sl S 5 LOSSL des ol s Cuglie 5 Jgke o)lss
ol Ol bl (Yer¥) OLes 5 s (VW) ol 2es
L3S S osh 5 Cos SUS eyl s 1y S
o 33 |y ey cpl syl (Y000) OLKas 5 68 (YY)
Clossy oo 03 0F) WS 58 s 1T wsl
Saasd) 5,55 o el 4 i e 90 okd plull
ey u.al.:f sldshe 55 585, e (Y 5 VY WV
ls e deleal Lyl 5w olS ol 55 pege (5555
AL O b S Ll s s esisns slaotis g 0L
05, Ol FY) Cl ol ol b S5 s S

23 YV Olee 4 MY d}ﬂy 059 o pl =¥V LP1 I8

P e 58 o SLaS Sl 6555 55 Cod S e 4 OEE
eI Olge 0 # 5 0 laasd 5 pd e s WSSO clis
AVASECIA /A SRXGSVCHCEPURPL NP PRV S U Ve UM GO L WO VR
ST L 3D 5255 IS i oo DL Ol 151l
SS1s Gl S o ek e 5 OF DS 51 C0p 038
2 4z il sd e e VST IS s
BT COp oy pshe 53 Sy 305 s
S 2 (Y000) 0L S S Sladlas 5 555 .
St Ol Lo jaseis il (658 A S
S 5255 S e 3L SNLST IS 4 s s
0OF) b o il 53l

Translationally controlled .55, Olse 4 Y oled
S S ol s ks (TCTP) tumor protein
IS e w bl il S 4 o lipd fate Glanls
o5 .:)lxww@axﬁwéumﬁ)ﬁ Sodl gl
3o Ea GBS 5 osd RS o s ol Ol
JEs DUl 3 oy cpl vl 0ls 55158 e sl
() 5,15 28 S w4 sl o b 5l 058 55 50
R K00 &) kS sl s apaSs
Sl VO Sl e os A5 L5 O Ol &S el s
molind (g5 L3S e O Lol i ol axils i3l
o ol Ol Sl .ol TTP 5 CTP WUTP GTP sla
bw (V) 5 YA) Ko aibe calies gla 25 4 &b e
6o L3S gl sds 5158 (VY 5 V8) oss 5 (V)
G A el b b e 5 S Ol 4 kS Slald
ol Ol I (T09) O)lSen 5 (Sps 3605 (VA) 54 o
(V) L35 50158 0I5k 03 osd 55 2o ) e
S8 RS 4 e sl 03 s ol Ol Rl
3ol 4 ol Cwslis sy 5 (ROS) 0S| Jlas (sl
el odd 0 liy a8 gla S

Ol o A s Sl 4 (1Y &) SlanST el L
W s Gldes J2i W3l uel b ool anl 25l
o L Od sdo 4 STy 5 5 Jske o)l 5o HROp

WAR jLal Vo ylosi] woiy 098] (5199 Sl


https://dor.isc.ac/dor/20.1001.1.20084439.1389.5.1.6.7
https://mg.genetics.ir/article-1-1036-en.html

[ Downloaded from mg.genetics.ir on 2025-08-23 ]

[ DOR: 20.1001.1.20084439.1389.5.1.6.7 ]

Gog i i S8l S92 85 (5 P39y (S99 axlla

il o8 3l gt (BIS o3l e oK a 0315 e (s3I (36 310

S o
J5 3l eslazal b £555 5 &S bl Jol>= slacsls >
EEICTLIS RGN Fr RS PRGN AP VRPN PYP RIS PP PR |
sp 03 esls opl SO0 5 e gl gl A
G A5 @ ObLS Aul 5 s sbatnlp 5l L el
el S ke 4l o0 Ge) xE 5 S
sdins gl Glaotisn oluelid 5 (o5 A5 4 olS el
5oy (25 0SS sty addllas cnl 03 (gpd A5 4
S s G g 23S S alie se S
Gl 02 i p Sl el 4ies Ol da e 0L (555 A5
D3 el plulld gla s n 5o e e UL uaS A5 4
bl s e 0L 0y 28l sy K s i el
S opi 5 il sladglpoas ol OF 51 S
Gogt R S 0dd pluld ety S g
S i gl ol 2 Kl oS (s e 0L Ol ol 58
Ol Sl gl e Sl A5 51 eSS aas s sladgl b dsls
b 3 oS AS Ll () 5d SIS 4 ey muly (s T
Soxd O 4 el Al R s Gladsl b S e
e 83T g el asiiae J‘} Bl LAQ,;JJJ.; ol sl eslaas
Sl Ay L GHsd 4 ekad sl Glals e
LolS a8 JS 51 (SosS Side Gl (pl 53 edd s
odas el slatsn S el plply das e 1SS

WA ;Lal Vo Lol poriy 098] cy199 Serii

Al s ar late ST sl a5l i Ll s
Aase Ol Ol RIS YT Ol 4 eaims S
P35 s ) e (s SG s YT 5 VY el
53 Bl Camdse 33 53 Pl Ol 53 Sl i aaul s a5 (L12
B HRCI BSOS IRCI JURNF LS B UK N
Loolasl slaes S 0 blosl dauly 555 5 2l L s

SR T R CTT R A
ol s gLl Predicted protein Olge 4 Vooojled 4SS
nascent polypeptide 4 JIg Sleas 7VY L 254,
calls associated complex alpha [Solanum chacoense]
sladsly 5 5l JKaxe 5 5 S pslag e S NAC 50
w0 aS Sl Jsste 0550 sl S ol ol o 5 W
G sy Jae bl S e d 0 Ay b
JUsl s b col el sl g S ool Lol
Jst ) C}La OSa ol s A a5 s 5 LS,
(YP) 350 o oDy 3T 4 a4y kit by slae i ol
5SS Olge 4 T-NAC das o 0L (ool dalsl
(Yer0) OLes 5 0L (FY) uS o fos (Golsp Cdgiss
T A 03 St UM e ) S ol O el
o e opl Ol o 3l 0L Jilesl ol ol L S 5,158
ooled a0 Lol azils Rl 25 Cod ol Y5l e Ol
ol s es As s Lulis Hypothetical protein ol g o Y¥
2= NCBINr sledbl SSU 53 5550 slac s b 5 5
«J 080490530600 .o casein 0S5 & sl «
thioredoxin M-type [Zeamays] « JI & Sleea 7VYV L (YO)
Gls &S AS o IS 1, patis e VY oled &SI sl cals
.= NADB-Rossmann supetfamily (o Jles o 4>) VO,A.)
NAD-dependent 4 s Jlees JAY L 555, o

4l cals epimerase/dehydratase [Zea mays)

" Domain


https://dor.isc.ac/dor/20.1001.1.20084439.1389.5.1.6.7
https://mg.genetics.ir/article-1-1036-en.html

[ Downloaded from mg.genetics.ir on 2025-08-23 ]

[ DOR: 20.1001.1.20084439.1389.5.1.6.7 ]

MALDI-TOF-TOF aloos 5 sl slulid slaystis s =V s

Spot

MS

D The pl/MW(kDa) Exp pl/MW(kDa) Score % Coverage Identity gi|Number
1 8.84/27.3 6.34/26 312 30 Oxygen-evolving enhancer protein 2, chloroplas 0i|131394
2 8.92/17.3 5.7/14 361 56 ribulose-1,5-bisphosphate carboxylase/oxygenase small subuni 0i|4038699
3 8.98/19.4 5.7/10 287 41 Ribulose bisphosphate carboxylase small chain gi|3914588
4 8.92/17.3 5.4/13 366 53 Ribulose-1,5-bisphosphate carboxylase/oxygenase small subuni 0i|4038699
5 4.99/21.2 4.5/14 167 28 putative glycine decarboxylase subunit [Triticum aestivum] 0i|22204118
6 4.99/21.2 4.5/13 257 28 putative glycine decarboxylase subunit [Triticum aestivum] gi|22204118
7 4.52/11.2 4.4/16 80 10 ribosomal protein P1 [Triticum aestivum] 0i|57471718
8 7.62/20.5 4.6/24 78 49 Ribulose bisphosphate carboxylase small chain 0i|585791
9 4.85/18.4 4.7122 424 40 ES2A [Hordeum vulgare] gi|929669
10 4.36/21.6 4.4/33 134 28 predicted protein [Physcomitrella patens subsp. patens] 0i|168067984
11 4.61/31.9 4.5/31 164 25 cp31AHv protein [Hordeum vulgare subsp. vulgare] 0i|3550467
12 4.76/30.6 4.5/29 410 37 cp31BHv [Hordeum vulgare subsp. vulgare] gi|3550483
13 4.53/18.9 4.7/25 120 27 Translationally-controlled tumor protein homolog 0i]20140865
14 5.68/27.1 5.4/29 112 14 predicted protein [Populus trichocarpa] 0i|222855040
15 6.30/16.5 6.5/14 256 35 nucleoside diphosphate kinase [Lolium perenne] gi|9652119
16 5.84/13.3 5.3/32 188 49 Ribulose bisphosphate carboxylase small chain 0i|132107
17 6.19/65.5 5.1/27 81 26 polyamine oxidase [Hordeum vulgare subsp. vulgare] 0i|14485487
18 6.01/22.0 5.6/22 94 27 germin-like protein 1 [Oryza sativa) gi|4239821
19 5.03/23.2 4.6/47 244 33 30S ribosomal protein S1 [Oryza sativa ] 0i|149391139
20 5.24/8.1 4.9/42 73 42 Subtilisin-chymotrypsin inhibitor CI-1B, putative, expressed 0i|77556084
21 7.59/47.4 5.5/43 360 44 Ribulose bisphosphate carboxylase/oxygenase activase gi|10720253
22 5.36/16.3 4.9/19 324 44 ribosomal protein L12 homolog [Oryza sativa] 0i|2331135
23 5.36/16.3 4.8/19 433 50 ribosomal protein L12 homolog [Oryza sativa] gi[2331135
24 4.43/12.6 5.1/17 60 69 hypothetical protein [Oryza sativa Japonica Group] gi|34393461
25 9.16/19.4 5.01/11 155 19 0s04g0530600 [Oryza sativa (japonica cultivar-group)] 0i|115459582
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