[ Downloaded from mg.genetics.ir on 2025-05-17 ]

[ DOR: 20.1001.1.20084439.1387.3.1.5.2 ]

BLIG s gt T 33 VINT 03136 sl 5 3 g2 51 32 G385 5O 308 3
(Arabidopsis thaliana)

TSk ey 5 s ool e S Ghas S35 iy ¢ Skl gaia "’)ﬁ e U5
tign 5 S50 S35 il S DB ool slilislialis S5 (6 seiils -
O ol8sls nbs wlio 5 (65,5158 s DLW Sl 5 el a5 S0
S g Al el sl3T ol &ty (bl ol 5555 (6 lila=Y
b5 5200 ol (alS ke o5 Sltsls -F
bhosseinpour@ut.ac.ir 1 s xS 3l (Sl Jyims odion 55 %

O gt o g2 b O g dazr 5 5l g DS b 05 Ol 5 gla 2, 5 S8
e Oapediuls g (g ) I ol Oamedlital AL o ba5Dhawls 5 a5k
Glols 45 O)Ihkay 3 SIN3 Jb-odi,lsjl a5 Cal odd Sl 59 0 05 Sl 4
PR SR | P55 53 Kjls B O gradhiuls 3 Ll (o PAH2 pmls
Al o PAH2 wlis sla cpmels l)ls VINT (g guae aw S oS o3l gils a5 ool
4 a8 4 b 05 opl Jes oo s S5 5 eolisl b 3T cpl s a2l
phe A2,y A 394 VINT (-1-); VINTLL (-/-); VINTL2 (+/-) s 555 53 Jas 45, 4b
5 s o oS L i gl (W 1 ol 2l e b es 0 eSS
o T-DNA s jep aw gol> ir gla sk oS 515 0L (885 ol 2805
Voo oo pr g Had Jae e Jed aesle 5 Sl Gk ) a8 sk il s
VIN7 (-/-); VIN7LL (-/-); VIN7L2 (+/-)\ VIN7 (-/-); VIN7L1 (-/-); VIN7L2 (+/+)
el cwdy VINT ()5 VINTLL (--); VINTL2 (+-) 2285 g5 31 Jool> 15 )
35 05 dw g 303 0L GFP — 55 5 sl Hlsle 3l ealial b 05 Ol 581 andllas
Pl 53 ol 2 ese VINT 05 kg (o Ol Lo gy S 5 Sadt 4yl sl w5l
ogeer b S8 13 VINTLL Lals 0L 1) GFP cudhe ady; sdisd Josb 4=l 55 haid
Lpd (o Oly oS plad 13 VTL2 5 ady; skipd fosb 4l s s
o A e W el Sl ol g g e 05 Ok s ol 4 xS L

Mbw;\:’e a)yd}dbwu‘}al,adlﬁh&j Oi‘ W



https://dor.isc.ac/dor/20.1001.1.20084439.1387.3.1.5.2
https://mg.genetics.ir/article-1-1191-en.html

[ Downloaded from mg.genetics.ir on 2025-05-17 ]

[ DOR: 20.1001.1.20084439.1387.3.1.5.2 ]

d)gﬂi‘)}i V})\J}.‘ Sl (S350 53 e

sl 05 55 e Sl 2 85 (S35 0

L 28 Obe sl (AL PAH2 U pys (oS il
AL e (V) Mad esl 5l sliael dax 5180 s
s (St 05 Slad b O gl s 55 OlaLS o
Tl st 05 Il ey 5 HA 5 HB sl o
s PRE s, (il ol PRIE oU w0 (S5
5 Dtal Qg VY Bl e s laT 055 (F 57500
GCN5 Jlis (gl (V8) &S o &S dlauls Ogms IV
LLls e s s il Opmn Cllad e sl
ADA 55, SJsen) easdol,l ADA2 55,
Ole Gz GONS\HAT oSS slasl 5l (S ¢ s
eSS Sl a5 SO Yl g aes Olas S
e L OAALS e a5 |, 'COR 05 0Ly 4 AL
S PAH als Ll sl 05 6l et 055 5
At4g15545, At1gl6520, 05 4w leli S S eslglt
L 05 51 8 DNA Ols s S asiie At1g56080

0F s amd g 35S CaMV [ g5sey, Co
05 el omlsby 5 sl OLis(Verndization Insensitive) vin
b onlply (Gl ot Ol ) ol o sl VINT
ol sl 05 Ol T SEs SBLsl s el 5
ol s POl Rl Rl Caale 4 a5 L el
o3l 5l opl slael plas 4y bgi e sl (Y T-DNA caalllas
sy DS S flae gl WL s A S 4 S
Jeol Izt (58 b el ey 05 4l g ilisis
SN iy o2 038 ) p G5 0Bl al 3 e
el s GFP s sl sl cxle L 03 Ol

%)ﬁﬁ‘m}@bibgwéu

5. Plastocyanin

5. Cold Regulated

’. redundancy

8, Overexpression

°. Green Fluorescent Protein

PPNV

Lol db b skt iy Olosrse soi b
pled jeseie 5 Dslite wm sy e el gle el
Sl b Il sk Jol> oy 53,8 o) se
e M ples S A dde 3 B L e JShe
Sl b S o il OF Lad 5 Slay S Condy ol s
Slp oo i s e oedel S5 Gl SOl &S
s sy eles S bt i
O n Sy dex S 3l e Sl Ll ol 1SS 0s
oo s badlaals el Ssies bug Sy gl
sl el Gib ek s 3,5 e Sose Wil
GSon G pSbaS Jlal glp panie 55505 S
el gDl gt o Lge ilog S 40 o Joate
ol (Sea by oS s ) DNA 5 O o0
& P Dol ol gl s, L
TlmediS b oS il Ogteed O (V)L
Sl WLl 5l sl (N s 555 Lo
SIN3 e ) S oShaS OV, O st O sedliasls
e 3l S el el st ATy 5 es 31 Blas S
sbe Jsle 5o &S cd ekl b eSS
oy e SH Gl 5 el sdd antld Ol
o hals O gen b 5T I 3 b 505 e s
G Olss (Jsl apls 4855 1i SINS s 5 S (V)AL
S Ol cp 5 oShiaS OS5 Sl 5050 55
05,5 S5 Lty Dpeer o b L JsSbe ]
5 DNA w aiss Joate msiny slaysSb oSl S
LG ol b 28 Ole 09l o Jos opiles S
2,8 o Doz SINB s s se al S Sl 4l e
Ol b jase 5l Cilite Slsgmge 3 4l 5 oyl
oeels FPAH LU S jlex Jols 5 ool ol bl

! Domain

2, Coactivator

3, Corepressor

4. Paired Amphipatic Helix

\“AVJM—)/\ UL«.S/(:J—»AJJA/&.};‘S::U -


https://dor.isc.ac/dor/20.1001.1.20084439.1387.3.1.5.2
https://mg.genetics.ir/article-1-1191-en.html

[ Downloaded from mg.genetics.ir on 2025-05-17 ]

[ DOR: 20.1001.1.20084439.1387.3.1.5.2 ]

....‘_;Labjjaj'.ee;‘ﬁéﬁ;-“}r“ﬁ

LS)KJL.'.‘)‘}:’: r})‘.}.}c L;M LS-’}i‘)ji, u._:.w}

SEES e

S o820 51 05 2 4 bgye gls Y T-DNA
o ol 8 18 ] Ss dall
vin7 (SALK_017279); vin7I1 (SAIL_394_EO05); la
33 Vin7I2 (SALK_106270)

ST G s b 05 51 S a Jss T-DNA 5
A3 S s T-DNA sl ST 5 05 olazs
s 05 S5 Sl e b olanl sla ST s

ol ool o3 Jsdm 53 05 s 4l ier O 5 b

la Sy, 93080

A, sl 5 g AL sl

S S sn b skl QLS o (5 Wl Cer
5 Sshe S s s D & (10 U515 D) Sl s
S ol S e (55 bl ST b st 51 ey
Sl Slse) Sl Silse POl s
ciS BT I8 5 55 Ssew /0.0 MES Yoo (V40X
Sl a3 b sl 53 S a3 Sl e KN S
ol s YY=YY gl L oas, sla STUI & 5ds ool
Sl a3 YY) Sy, cele V1 oo Bl s b5 sl S
A s (6l mopn o p Jses Koo 100N 0 ol 5l S
L G GLS Bl e 31) K6 el

Ll esls sl St w03, 03 Gls axalS

U5 ﬁ}%%gﬁﬁ&wuj‘_ﬁl.&lﬁ)bi;»

VIN7 5- TCAACAACTGGATTGTTCGTG -3 1 dtwe

5- ACCAGCTAGATTTCGAGCTCC
oS

VIN7LL  5- GAACTCTTTCCCATCAATCCG -3 s

5- AACCTCTCCGACGAGATTCTC
o S

VIN7LZ 5. CAACACTCCGCTTTTCTGTTC -3 1 it
5- GATCTTGAATTGATTGTGTTTGG -3

o S

anl g i en iSO gl L;al.,a,;-“'l/,f)'L&jcﬂ_a;-'_

LBal: 5-TGGTTCACGTAGTGGGCCATCG-3
5- TCAACAACTGGATTGTTCGTG -B'W

5-
GCCTTTTCAGAAATGGATAAATAGCCTTGCT
TCC-3 SAIL1

5- AACCTCTCCGACGAGATTCTC -3' . sSxs

LBal: 5-TGGTTCACGTAGTGGGCCATCG-3
5'- CAACACTCCGCTTTTCTGTTC -3'(..:11”

SLS 5 00,80 Sy gl il sla W ploil
LAl sls Silge e sl ey L2STs Sl eslinad L
SH L5 Las SLld 0F ja 4 by ool alEU
o W aw 5y A8 el 5 altl OblS (Cslae sla

i plalid (g e g O A

10 Amasino

- \“AVJL@.}/\ ejw/fyejjé/wj&:sj

05 2 3 T-DNA 5 925 Aul

3o s sl Sl Y S 05w 5L S e sl
505 obasl SHETL 5l b ol oy S2S15 ol
Jpams 3l Ll oS 5l eslitad b Jguams T-DNA
Ssel bbb Js s 2l (QlAquick Kit) PCR
23S &g T-DNA L olacs|


https://dor.isc.ac/dor/20.1001.1.20084439.1387.3.1.5.2
https://mg.genetics.ir/article-1-1191-en.html

[ Downloaded from mg.genetics.ir on 2025-05-17 ]

[ DOR: 20.1001.1.20084439.1387.3.1.5.2 ]

djgblic)ﬁ. V})U}‘ Shomo (3 R0 (>

sl 05 55 e Sl 2 85 (S35 0

S eslinal b eyl OF B 0vs = se Jib o GFP udls

A by gl A e 5k 03 080T 5

oriv
ColEL ori
Misc Feature 2 tetR

T-Border (right)
Kanamycin (R) NOS Promoter

T Kanamycin (R)
pBI1GFPB |
|V NOS-polyA
12852 bp |
MCS
Misc Feature 1 HindIII (4951)

Sbf1 (4962)
Hpal (4966)

 Scal(4972)
Pmil (4978)
T-Border (left)

Sall (5012)

Xbal (5018)

BamHI (5024)
SGFP
NOS-polyA
EcoRI (6077)
PBIIGFPB 5L - IS

o a1 53 05 Ol LT

JK8) adsy ek fisb a=b s 05 0L VINT 05 0L,
SR Nl S5 s S gla Jshes 5 Sy (Y
o bi Ol S ellie B b 4 (A
3o w258 sadee 5T anS 0555 ey s S
s sy 05 Ol s See sl Jske sl Sl
A ey e 5 (Y IS8 ) 03,8 Jske 53 GFP cadle
o o> adsl Ul sla S 53 05 (658 Ol e o SN 3
S SOl S sl Spope Ll GRY ) W
sl el s GFP cudle i)y e pltl s 1 S5
oo Ll as 3 edalie (O 5 WHY ISG) S 4l
il Gl 5 an iy el

Soosh 138 obsy JlelS 55 05 ol VITLL 05 Ol
sl e b Sos Gl sl il 53 GFP cudle
GY K b e o T ISE) by s gl

345 T
Vin7-I-; VinTL1-/-  Coss o oaSass 5T sl ,
Cuils ol Frojsds 5 Oladl o3 S 55 VINTL24-
S S (S 05k SIS L (555 gl s s
Sl Coss S w sl 55wl Sl e 5 LA
or Sl kS e Sl bl ey S b
s o S L SIS (Ml gl B
5 A ey e sSas s it S0 (Columbiar0 .5 S1)
S Lo 5355 Jool Fr s S (605l o Jol> 5
SSly Gk 3l gl oSl s oS S ST 0

5,8 eand Slie L gle s

Protein-GFP gl sla,bisle adlas 5 ol
b odle w0 5T 0508 cosVL g5 4l 5l ren
039S sV Sl 5L =T AY) s bl 03 8 eduS US
05 5T 05aS cwsVL 51 5L =YAYN VIN7 o5 Ll
L.VINTL2 05 5T 0508 cwsVL 51 5L -Ya4) VINTLL
o i gl ol e b gls ST 51 eslixal
Bloes ol 3 b 05 51 S a5 6Ll 05 o el &
£ L3S 04 (S JK2) PBIIGFPB tadl (53l
i ol s> m VINT 5 DNA & (54b
o VIN7L2 5 Sacl/Sall .. VIN7L1 Sofi/Xbal
(sl I Sl e oS US4 .S wlean Sacl/BamHI
GV3101 pMPI0 . sue Sl eslinel L Jol> (slaslsl,
S sl OB & (V) ST sy
(0) 31 IS 038 55 absé s Ikl 55, 4 Columbia-0
CiS e S5, psteds B e Trosd S it
Sl alS 5 Sl e bllS 2 0 p S e 00 s>
05 o Ol S Ls Jie S w555 05 3l e pslie
Sl hs S GlS To 5 Ta Jod Sl 5 olS o5 LT L
sl 0llS cilie sla 3L 05 Ol S s
5 Lds T (ZEiSS) sl o) oS S 25

! Agrobacterium tumefaciens

\“/\V)L,GJ/\ UL«J/{_}MUJJ/@}"&;&;)‘ -


https://dor.isc.ac/dor/20.1001.1.20084439.1387.3.1.5.2
https://mg.genetics.ir/article-1-1191-en.html

[ Downloaded from mg.genetics.ir on 2025-05-17 ]

[ DOR: 20.1001.1.20084439.1387.3.1.5.2 ]

....‘_;Labjjajqe;‘ﬁéﬁ;-"}r“ﬁ

LS)KJL.'.‘)‘}:’: r})‘.}.}c LSM LS-’}i‘)ji, u._:.w}

WIRET Al g AT
- F O=0—D=-0C | E oy g
VIRT - AligSo0eg

! e o by | o
VIRED - Ay 1S5S o
_______ et ¢ v

T o e —

DLa L Ll 05 51 S a3 T-DNA (5,515 s =5 IS
.b;'-}L&Q}}f\a.\.‘.ﬁsOuﬁ&).@wduw.w‘aﬁulb

A3l e Ol el

B 5 (S5 4

S8 55 5 eole Laltl 5 el QLS 5 b asdles b
Obe 53 A2 sdalie o553 T-DNA (sla s an Ol
VINT (-1); i i 8 a5, s S 2l
e85 bl s S Ll VINTLL (+-); VINTL2 (+/-)
VIN7 (+/- 5 VIN7 (-/-); VIN7LL (+/-); VIN7L2 (-I-) <l»
VIN7 (-/-); VIN7LL (-/- 5 ); VIN7L1 (-/-); VIN7L2 (-/-)
sl O s LT Lo ) VINTL2 ()
354> VIN7 (-/-); VINTLL (-/-); VINTL2 (+/-) <555
VINT (1)) b aglis 3 0 S5 pde do)s 0
Sy 5UT L bl s says VINTLL (+-); VINTL2 (+/4)
VIN7 (+-); VINLL (-/-); VIN7L2 ¥ ool FL 25 do
A5 odus VINT (-/-); VINTLL (-/-); VINTL2 (+-)\ «(+/+)
VIN7 (-/-); VIN7LL (+-); VINTL2 (- 3 555 ol Obe 3
gy Obe blize gla 3N cplply A easlis /)
o oS 5 VIN7 (-/-); VINTLL (-/-); VINTL2 (+/-)
Vin7;, i Jeke JUsl Ol B ed S oysn i
(V dsd=)ss S asia VINTILVINTI2

- \“AVJL@.}/\ OJLNS/CJ“OJ"Q/&JJ&:S}

Dok 53 03 Oly L3 adps (=0 5 57 JS8) s SIS
Loos8 Jo Ll Gt JS2) A olis sy e sl
Ol 5 laid (05 4w Ole L3 i WL GFP cdle
DL 1y GFP wodle oy s il sod 4l Jol e s VITLL
Gl S plad 530555 A gls azealS s (- JK0)a
2555 V0 o amalS 55 S 3wl 55 Ol olS
o 3w VINT o aiyy 00 bbb axb o L Ol
(Y JSs)as

31 sl sy sl el s GFP s VINTL2 05 0l
5 Sl tls S8 s S it o il sl sla S
b oale) 0 oo o2 s (Tt IS D S gl sk
5% 3 05 Oky (o5 sla il s Ak edes 5y sy
5305 0k sk @ s oLl s S il >
e A SlbE L 53 esle b gulS gl |-l e ple
0505 A ol (ClkE IS2) e adsl gl il 5o
03 W Sl e e e 5 (770 5 Y S v aS
05 Ol o sed Joln (b A2 a3 05 Oly p s sk
G35 S w53 OF Sl e Lol 555 IS5 (o350 o
ol ..L:;J,f b2y GFP codle (=Y 3) ol o) 5 Ko
Sp 893 05 33 A s S sl gk 5 Sl s
Ole 3 05 53 Oy 801 L amlie 5o (=Y )
035 2 a JlolS 5 aalS sbs e plos 3 VTL2
A eds

Olo 48 sls 0L sl 5 olS 0 53 05 Ol S we i
S del gt e J S Kbl SHps OF 4w o
s Al oL I LT-DNA 545 :s 05 )5 T-DNA
23 5 055 L vinTI2 5 vin7 o5 55 5 T-DNA o5k


https://dor.isc.ac/dor/20.1001.1.20084439.1387.3.1.5.2
https://mg.genetics.ir/article-1-1191-en.html

[ Downloaded from mg.genetics.ir on 2025-05-17 ]

[ DOR: 20.1001.1.20084439.1387.3.1.5.2 ]

é)lf)li‘)ﬁ r?)\-'\}‘ LS‘W LS‘)J.'.’.‘)}J: Soane

sl 05 55 e Sl 2 85 (S35 0

SN C}J CL“J sl
a3 e glls
vin7

«hls CL“J sldas
<53

VIN7L2(+/-)

«hls GL“J slass Js sl Okl o ys

VIN7 a3 en CL:S (A)Jlesl

QVINT (-1-); OA
VIN7LL (-/-);

VIN7L2 (+/-) x
Wild Type &
3VINT (--); _
VIN7LL (-/-);

VIN7L2 (+/-) x
Wild Type?

AR

- OA JARS

Y Y JAR

sle g 5 Mly Goob SIVin7vin7ILvin7l 2 oo gho JUEH Ol 5 aeloes =Y J 5

©)

)

) &)

(2 .000) adlE A a1 55 Sz alsl sbs st (Ll a5 OLS 53 4o b VINT:GFP oL, -y IS
)}4—:\{)()'«5‘“.4_().e}ﬁéud%(}.)wjjgfﬁéud}lm(c.dhv\g\\ A e Koz ad sl sla al

335 V0 4zl olenl (e o BB s Ol a8 5 (50555 10 sl axealS

VYAV Sl /) ULA..ﬁ:/f_}MUJD/Q-.’J-.’&::’)L -



https://dor.isc.ac/dor/20.1001.1.20084439.1387.3.1.5.2
https://mg.genetics.ir/article-1-1191-en.html

[ Downloaded from mg.genetics.ir on 2025-05-17 ]

[ DOR: 20.1001.1.20084439.1387.3.1.5.2 ]

g\ 85 53 S S 2 G5 S35 e S3L 5 oo (Shans (5332053 e

(<)

Al sls el (0 010) Al )Y Al e s Sasd 4yl sls sl (il el 5 0LLS 53 5ei b VINTLLGFP ol -¥ S

()

Sl axl (O a8 4 A e s e afyl sle sl () a5 out; 53 se3 b VINTL2:GFP oL, - S
ST ans G .L;ugu},»y(c@nfwcwfﬁ&@qjl

(<)

(s o oS 005 5 Sl (il ke dal Ol w4 iy 5l Sy Sn 5 s b oS gline s il -0 IS

- \“AVJ%/\ OJw/r"—NGJ"J/w"S&:ﬁj



https://dor.isc.ac/dor/20.1001.1.20084439.1387.3.1.5.2
https://mg.genetics.ir/article-1-1191-en.html

[ Downloaded from mg.genetics.ir on 2025-05-17 ]

[ DOR: 20.1001.1.20084439.1387.3.1.5.2 ]

d)gﬂi‘)}i V})\J}.‘ Sl (S350 53 e

sl 05 55 e Sl 2 85 (S35 0

SEE G N L Y
S A TAL SR
S e T2 R

LU S BRI R
S R

05 aw 6.&...»:')&:&“ sl JIg a3 en }:JUY—\/ I
VIN7/VIN7LL/VIN7L2

05 5> das e 0L 03 Ol S BT Sl el e
solant] sl iy 0s Lk a-b s VIN7, VIN7LL
A6 anw palls cibse G55 a0 rlale sS e 0L
O s ST o Al ol atyy 5o el Js & Ll5 o
53 s JSKa ul Sl b sl bty ws s b
PAH l)ls 0T (s 45 SIN3 05 (g5l o0l 01, 5l
Q507 5TV Dapd (oo wr 5 O Sh el ABL (o (el
Obe s gl ssh bs i 55 VINTLL, VINTL2 (sl
Ll Gl 53 e s edle (s fpes 4 At
e 03,0 ol T s e o 55, o bl a5 e
535

Sl Coss a8 aw LRl i8S ol s
VIN7 (--); 5 VIN7 (+/-); VIN7LL (-/-); VIN7L2 (-/-)
Ol 6 5IGT el oty VINTLL (+/-); VINTL2 (-/-)
SS1 3 Ks 05 93 G L VINTL2 03 S sls olis 50
35 n 035 el by s e Ol olS (gls e
o A3l anils ol sl led 3 (g5 e SR U5 opl S
DS ke Gl s 05 s skl Sl s 4Kk
(St Sl 35008 85 0)) 515 De 53 ok

Wl Obe 55 ale Cald & s 05 Ol 65 & a5 L
Calises Jle gl bs 05 cpl Ko O Sl s
reida] s "ol oole RS St I (NS P R T-p o
H3K9, K27 &) geedlitsl eon s 4 FLC 05 51 o 535
les 55 VIN7 aslgls LT Ll (4) 358 o ibge

2, Haplodeficiency
3, vernalization
*. Flowering Locus C

ol gl 05 51 e S s e 0li ol gla el
o2 05 0 cle ) KU es Wilg o S5 edlls
VIN (5555 FL 21 55 a0 shay oS Ol 54 e3l5ils
Cnds &8 w2l (+-); VINTLL (/-); VINTL2 (+/-)
O 05 am 51 G a & bgye Ol 51 b 51l
P e b Jske LS5 sl e s LT aen oS Sl
sy pde oS a5l Jliml ol gl s e Ol esle
Mg Aoy Jals 5l il Wy e Jas Sah cad
53 Pt sz 5l LS L s el 5 5 gl i
Jgbos 5 gt o 31 ot g T 3 3L 2 ] e
s ol aw a5 1S o 5 Jshe Sl el 53le
o 2o ol 02 S e (V) 558 e Sl S
P300S 3l Al ol 53 5 DLl LTS sl
VINZ, i ko LT 3550 cnl 53 5 5,8 0 s
B, VINT; VINTILNINTI2 i J s L VINT7IL VINTL2
o 5o el e gl sy Oenothera olS s S
S Ngd oozl pls Kass jame 3 0 b &5 aiL

(Y0l YL oube o diy ooy
Seslizad L 0) 4w (genl sinel sla 5 s e JUT L

S5 S 05 e S 43S psle CLUSTALW

(Y Jds) Lol felS alis as s ¥ L;J\.:wl):.:ﬂ

Similarit | I dentity AGI
%y %

VY 59 AT1G16520/AT1G
56080

o4 ¥t AT1G56080/AT4G
15545

Y £, ATAG15545/AT1G
56080

L 05 4w el yel sla I8 s pen BT s -
CLUSTALW ;i eslizl

! Renner effect

\"AVJM—)/\ UL«.S/(:J—»AJJA/&.};‘S::U -


https://dor.isc.ac/dor/20.1001.1.20084439.1387.3.1.5.2
https://mg.genetics.ir/article-1-1191-en.html

[ Downloaded from mg.genetics.ir on 2025-05-17 ]

[ DOR: 20.1001.1.20084439.1387.3.1.5.2 ]

....‘_;Labjjaj'.ee;‘ﬁéﬁ;-"}r“ﬁ

LS)KJL.'.‘)‘}:’: r})‘.}.}c L;M LS-’}i‘)ji, u._:.w}

transformation of Arabidopsis thaliana. Plant J
16:735—
6- Dannenberg JH, David G, Zhong S, van der
Torre J, Wong WH, Depinho RA (2005) mSin3A
corepressor  regulates  diverse  transcriptional
networks governing normal and neoplastic growth
and survival. Genes Dev. 19: 1581-1595.
7-Fleischer TC, Yun UJ, Ayer DE (2003)
Identification and characterization of three new
components of the mSin3A corepressor complex.
Mol.Cell. Biol. 23: 3456-3467.
8-Howden R, Park SK, Moore JM, Orme J,
Grossniklaus U, Twell D (1998) Selection of T-
DNA-tagged male and femae gameto- phytic
mutants by segregation distortion in Arabidopsis.
Genetics 149:621-631.
9-Hsieh TF, Fischer RL (2005) Biology of
chromatin dynamics. Annual Review of Plant
Biology. 56: 327-51.
10-Ju'rgens G, Mayer U (1994) Arabidopsis. In:
Bard JBL (ed) Embryos, color atlas of
development. Wolfe, London, pp 7-21.
11-Koncz C, Schell J(1986) The promoter of TL-
DNA gene 5 controls the tissue-specific
expression of chimaeric genes carried by a novel
type of Agrobacterium binary vector. Mol Gen
Genet 204:383-396.
12-McArthur, GA, Laherty CD, Queva C, Hurlin
PJ, Loo L, James L, Grandori, C, Gallant P, Shiio
Y, Hokanson WC, et a. (1998) The Mad protein
family links transcriptional repression to cell
differentiation. Cold Spring Harb. Symp. Quant.
Biol. 63: 423-433.
13-Murashige, T., and Skoog, F. (1962). A
revised medium for rapid growth and bio assays
with tobacco tissue cultures. Physiologia
Plantarum 15, 473-497.

- \“AVJL@.}/\ ejw/fyejjé/wv’s&:‘sj

o Osmdlizals Cel Okl 53 MSIN3 Lo ls 5L
s s s bl gla 30 51 Jols ls enls S5
S Bl 0,50 cay gl & e e 0L (S5
Obe 53 gt & 5L 8w el Cibse i)
o eoss ol ey badl s FL GL*J 3 el slows
Sl s il @ 532 0 05 e al (B3 B @ Ol5
WL asl e s ole ool Aol s s bl LT a8 sl
it Og)0 addllae LB oyl o sl Djse ) 28 5o
Ll ol S (S ssel pdss Jo e 0 L
Ogeorl 50055 o 53 0k antlis gls 05 L T Iz

55 S anlllas

cl.u

1-Allfrey VG, Faulkner R, Mirsky AE (1964)
Acetylation and methylation of histones and their
possible role in the regulation of RNA synthesis.
Proc. Natl. Acad. Sci. USA 51:786-94.
2-Brownell JE, Zhou J, Ranalli T, Kobayashi R,
Edmondson DG, et a. (1996) Tetrahymena
histone acetyltransferase A: a homolog to yeast
GenSp  linking  histone  acetylation to gene
activation. Cell 84:843-51.

3-Chua YL, Brown AP, Gray JC (2001) Targeted
histone acetylation and atered nuclease
accessibility over short regions of the pea
plastocyanin gene. Plant Cell 13:599-612.

4-Chua YL, Watson LA, Gray JC (2003) The
transcriptional enhancer of the pea plastocyanin
gene associates with the nuclear matrix and
regulates gene expression through histone
acetylation. Plant Cell 15:1468-79.

5-Clough SJ, Bent AF (1998) Flora dip: a
simplified method for Agrobacterium-mediated


https://dor.isc.ac/dor/20.1001.1.20084439.1387.3.1.5.2
https://mg.genetics.ir/article-1-1191-en.html

[ Downloaded from mg.genetics.ir on 2025-05-17 ]

[ DOR: 20.1001.1.20084439.1387.3.1.5.2 ]

d)gﬂi‘)}i V})\J}.‘ Sl (S350 53 e

sl 05 55 e Sl 2 85 (S35 0

14-Pandey R, Muller A, Napoli CA, Selinger DA,
Pikaard CS, et a. (2002) Analysis of histone
acetyltransferase and histone deacetylase families
of Arabidopsis thaliana suggests functional
diversification of chromatin modification among
multicellular

Res.30:5036-55.
15-Robinson-Beers K, Pruitt RE, Gasser CS
(1992) Owvule development in wild-type

eukaryotes.  Nucleic  Acids

Arabidopsis and two female-sterile mutants. Plant
Cell 4:1237-1249.

16- Silverstein RA, Ekwall K (2005) Sin3: A
flexible regulator of global gene expression and
genome stability. Curr. Genet. 47: 1-17.
17-Stockinger EJ, Mao Y, Regier MK,
Triezenberg SJ, Thomashow MF  (2001)
Transcriptional adaptor and histone
acetyltransferase proteins in Arabidopsis and their
interactions with CBF1, a transcriptional activator
involved in cold-regulated gene expression.
Nucleic AcidsRes. 29:1524-33.

18-Taunton J, Hassig CA, Schreiber SL (1996) A
mammalian histone deacetylase related to the
yeast transcriptional regulator Rpd3p. Science
272:408-11.

19-Vlachonasios KE, Thomashow MF,
Triezenberg SJ (2003) Disruption mutations of
ADAZ2b and GCNS5 transcriptional adaptor genes
dramatically  affect ~ Arabidopsis  growth,
development, and gene expression. Plant Cell
15:626-38.

20-Walters JL (1962) Megasporogenesis and
Gametophyte Selection in Paeonia californica.
American Journal of Botany, 49: (7)787-794.

21-Yadegari R, Drews GN (2004) Femae
gametophyte development. Plant Cdll
16(Suppl):S133-S141.

22-Yuan HE, Radhakrishnan | (2008) Solution
NMR studies of apo-mSin3A and -mSin3B revea
that the PAH1 and PAH2 domains are structurally
independent. Protein Science 17:1-5.

\"AVJM—)/\ UL«.S/(:J—»AJJA/&.};‘S::U -


https://dor.isc.ac/dor/20.1001.1.20084439.1387.3.1.5.2
https://mg.genetics.ir/article-1-1191-en.html
http://www.tcpdf.org

