[ Downloaded from mg.genetics.ir on 2025-12-13 ]

[ DOR: 20.1001.1.20084439.1399.15.3.6.1 ]

92 S35 510960 4 (5 ylow 4 Cuoglio b tadi po (093§ (P19 Sl

Identification of genomic regions associated with net blotch
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