[ Downloaded from mg.genetics.ir on 2025-11-05 ]

[ DOR: 20.1001.1.20084439.1398.14.3.3.1 ]

T L
1TAA 3wl & osled (o3 slez 039
Y- Y1 axio

313 dw 43 (530S gl HVR1 (g4l (S joled g (Sid § LT
SN 9 wdw o

Genetic and phylogenetic analysis of mitochondrial HVR1 region
in three breeds of Iranian sheep
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