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Identification of the transcripts involving in drought tolerance in Aeluropus
littoralis using cDNA-AFLP technique
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GO category

EST name Biological Process Molecular Function

GABIT53 Carbohydrate metabolic process,

Cell complement

lactoylglutathione lyase activity, metal ion  envelope,cytosol,

gluconeogenesis, glycolysis, binding mitochondrion, plasma
response to salt stress membrane,vacuole
GABIT9 Ion /proton transport proton extrusion integral to membrane, plastid

GABIT27 glycogen /starch biosynthetic nucleotidyltransferase activity Amyloplast
process
GABIT20 Regulatory/ mRNA processing RNA/ DNA binding, zinc ion binding nucleus

[ Downloaded from mg.genetics.ir on 2025-08-17 ]

[ DOR: 20.1001.1.20084439.1394.10.1.9.5]

LD g dal e oo G;ﬂjﬁ ng...f s a3l a:bjl;'—

d)‘}i-‘":“
SosLES oslbcay s 5 SuS euSliagn Jb glacsle>

EPRpp L;)ljﬁwl?w Goos ol laay sa el s Ol b

P

Akhani H, Ghorbanli M (1993) A contribution to the
halophytic vegetation and flora of Iran. In towards the
rational use of high salinity tolerant plants. Springer
Netherlands 1:35-44.

Altschul SF, Madden TL, Schaffer AA, Zhang J, Zhang Z,
Miller W (1997) Gapped BLAST and PSI-BLAST: a new
generation of protein database search programs. Nucleic
Acids Research 25:3389-3402.

Bachem CWB, Van der hoven RS, De Bruijn SM,
Vreugdenhil D, Zabeau M, Visser RGF (1996)
Visualization of differential gene expression using a novel
method of RNA fingerprinting based on AFLP: analysis of
gene expression during potato tuber development. Plant
Journal 9:745-753.

Bachem, CWB, Oomen RIJFJ, Visser RGF (1998)
Transcript imaging with cDNA-AFLP: A step-by-step
protocol. Plant Molecular Biology Reporter 16:157-173.
Bai C, Tolias PP (1996) Cleavage of RNA hairpins
mediated by a developmentally regulated CCCH zinc
finger protein. Molecular and Cellular Biology 16:6661-
6667.

Blum A (1996) Crop responses to drought and the
interpretation of adaptation. Plant Growth Regulation
20:135-148.

Boydak M, Dirik H, Tilki F, Calikoglu M (2003) Effects
of water stress on germination in six provenances of Pinus
brutia seeds from different bioclimatic zones in Turkey.
Turkish Journal of Agriculture and Forestry 27:91-97.
Bray E (1997) Plant responses to water deficit. Trends in
Plant Science 2:48-54.

Campalans A, Messeguer R, Goday A, Pages M (1999)
Plant responses to drought, from ABA signal transduction

\ra¥ )LQJ/‘ O)Lo.& /Mé 099 /u-’,-; M;

O 4 Jex 53 LOS ol o Shes e 5l S el
oS cnl oSST s a5 eyt o T oS o (St
05 5 Sty Jas el s A2l e S i S
CBL’\ S olS opl s (SKas a e 53 25 S gla
ol slasl jﬁﬂb 23 NS 4y Jomze rG)‘ S5 owbge

events to the action of the induced proteins. Plant
Physiology and Biochemistry 37:1-14.

Campalans A, Pages M, Messeguer R (2001).
Identification of differentially expressed genes by the
cDNA-AFLP technique during dehydration of almond
(Prunus amygdalus). Tree Physiology 21:633-643.

Dunn BM (2002) Structure and mechanism of the pepsin-
like family of aspartic peptidases. Chemical reviews
102:4431-4458.

Fatemi F, Nematzadeh Gh, Askari H, Hashemi HR (2013)
Differential gene expression of Aeluropus littoralis in
response to NaCl. Annals of Biololical Research 4:110-
115.

Feron R, Mariani C, Vriezen WH (2004) Application of
the mRNA Capture Kit in cDNA-AFLP. Biochemica 3:23-
24.

Espartero J, Sanchez-Aguayo 1, Pardo JM (1995)
Molecular characterization of glyoxalase-I from a higher
plant; upregulation by stress. Plant Molecular Biology
29:1223-1233.

Fukumura R, Takahashi H, Saito T, Tsutsumi Y, Fujimori
A, Sato S, Abe M (2003) A sensitive transcriptome
analysis method that can detect unknown transcripts.
Nucleic Acids Research 31:€94-e¢94.

Gulzar S, E Khan (2001) Seed germination of a halophytic
grass Aeluropus logopoides. Annals of Botany 87:319-
324.

Guo YQ, Tian ZY, Qin GY, Yan DL, Zhang J, Zhou WZ,
Qin P (2009) Gene expression of halophyte Kosteletzkya
virginica seedlings under salt stress at early stage.
Genetica 137:189-199.


https://dor.isc.ac/dor/20.1001.1.20084439.1394.10.1.9.5
https://mg.genetics.ir/article-1-1344-fa.html

[ Downloaded from mg.genetics.ir on 2025-08-17 ]

[ DOR: 20.1001.1.20084439.1394.10.1.9.5]

O 5 05l lmn il 3

e byl 50 (S S5 50 0 Blacdgigy (b

Gupta S, Bharalee R, Bhorali P, Das SK, Bhagawati P,
Bandyopadhyay T, Gohain B, Das S (2013) Molecular
analysis of drought tolerance in tea by cDNA-AFLP based
transcript profiling. Molecular Biotechnology 53:237-248.
Hasanuzzaman M, Fujita M (2011) Selenium pretreatment
upregulates the antioxidant defense and methylglyoxal
detoxification system and confers enhanced tolerance to
drought stress in rapeseed seedlings. Biological Trace
Element Research 143:1758-1776.

Horie T, Ichirou K, Maki K (2012) Salinity tolerance
mechanisms in glycophytes: An overview with the central
focus on rice plants. Rice 5:11.

Jayaraman A, Puranik S, Rai NK, Vidapu S, Sahu PP, Lata
C, Prasad M (2008) cDNA-AFLP analysis reveals
differential gene expression in response to salt stress in
foxtail millet (Setaria italica L.). Molecular Biotechnology
40:241-251.

LaO M, Arencibia AD, Carmona ER, Acevedo R,
Rodriguez E, Leon O, Santana I (2008) Differential
expression analysis by cDNA-AFLP of Saccharum spp.
after inoculation with the host pathogen Sporisorium
scitamineum. Plant Cell Reports 27:1103-1111.

Mabhajan S, Tuteja N (2005) Cold, salinity and drought
stresses: An overview. Archives of Biochemistry and
Biophysics 444:139-158.

Michel E, Kaufmann R (1973) The osmotic potential of
Polyethylene Glycol 6000. Plant Physiology 51:914-916.
Mohsenzadeh S, Malboobi MA, Razavi K, Farrahi-
Aschtiani S (2006) Physiological and molecular responses
of Aeluropus lagopoides (Poaceae) to water deficit.
Environmental and Experimental Botany 56:314-322.
Murashige T, Skoog F (1962) A revised medium for rapid
growth and bioassay with tobacco tissue culture.
Physiologia Plantarum 15:473-97.

Mutlu A, Gal S (1999) Plant aspartic proteinases: enzymes
on the way to a function. Physiologia Plantarum 105:569-
576.

Pagter M, Bragato C, Brix H (2005) Tolerance and
physiological responses of Phragmites australis to water
deficit. Aquatic Botany 81:285-299.

Peng X, Zhao Y, Cao J, Zhang W, Jiang H, Li X, Cheng B
(2012) CCCH-Type zinc finger family in maize: genome-
wide identification, classification and expression profiling
under abscisic acid and drought Treatments. PloS one
7:40120.

Rawlings ND, Barrett AJ (1995) Families of aspartic
peptidases, and those of unknown catalytic mechanism.
Methods in Enzymology 248:105-120.

Rawlings ND, Barrett AJ (1999) MEROPS: the peptidase
database. Nucleic Acids Research 27:325-331.

Reddy VS, Sopory SK (1999) Glyoxalase I from Brassica
juncea: molecular cloning, regulation and its
over-expression confer tolerance in transgenic tobacco
under stress. Plant Journal 17:385-395.

Rizhsky L, Liang H, Shuman J, Shulaev V, Davletova S,
Mittler R (2004) When defense pathways collide. The
response of Arabidopsis to a combination of drought and
heat stress. Plant Physiology 134:1683-1696.

Rodrigo I, Vera P, Conejero V (1989) Degradation of
tomato pathogenesis-related proteins by an endogenous
37-kDa aspartyl endoproteinase. European Journal of
Biochemistry 184:663-669.

Rodrigo I, Vera P, Van Loon LC, Conejero V (1991)
Degradation of tobacco pathogenesis-related proteins
evidence for conserved mechanisms of degradation of
pathogenesis-related proteins in plants. Plant Physiology
95:616-622.

Schaller A, Ryan CA (1996) Molecular cloning of a
tomato leaf cDNA encoding an aspartic protease, a
systemic wound response protein. Plant Molecular Biology
31:1073-1077.

Si Y, Zhang C, Meng S, Dane F (2009) Gene expression
changes in response to drought stress in Citrullus
colocynthis. Plant Cell Reports 28:997-1009.

Siddique MRB, Hamid A, Islam MS (1999) Drought stress
effects on photosynthetic rate and leaf gas exchange of
wheat. Botanical Bulletin of Academia Sinica 40:141-145.
Simdes I, Faro C (2004) Structure and function of plant
aspartic proteinases. European Journal of Biochemistry
271:2067-2075.

Singh KB, Foley RC, Ofate-Sanchez L (2002)
Transcription factors in plant defense and stress responses.
Current Opinion in Plant Biology 5:430-436.

Thornalley PJ (1990) The glyoxalase system: new
developments towards functional characterization of
metabolic pathways fundamental to biological life.
Biochemical Journal 269:1-11.

Thornalley PJ (1993) The glyoxalase system in health and
disease. Molecular Aspects of Medicine 14:287-371.
Umezawa T, K Mizuno, Fujimura T (2002) Discrimination
of genes expressed in response to the ionic or osmotic
effect of salt stress in soybean with cDNA-AFLP. Plant,
Cell and Environment 25:1617-1625.

Wei Y, Guangmin X, Daying Z, Huimin C (2001) Transfer
of salt tolerance from Aeleuropus littorulis sinensis to
wheat (Triticum aestivum L.) via asymmetric somatic
hybridization. Plant Science 161:259-266.
Yamaguchi-Shinozaki K, Shinozaki K (1994) A novel cis-
acting element in an arabidopsis gene is involved in
responsiveness to drought, low-temperature, or high-salt
stress. Plant Cell 6:251-264.



https://dor.isc.ac/dor/20.1001.1.20084439.1394.10.1.9.5
https://mg.genetics.ir/article-1-1344-fa.html
http://www.tcpdf.org

