[ Downloaded from mg.genetics.ir on 2026-07-11 ]

[ DOR: 20.1001.1.20084439.1396.12.3.10.4 ]

39 Sl pmé 9 (U o Cwoglio b ad o BQTL (g8 ySdhos 4 3%
SNP (gl %3l 31 00liine! b o5 0 33 Jole slog 6 & 9> ol

SL Sy

Functional analyses of QTLs conferring host and non-host
resistance of barley to leaf rust fungi using sequence- based SNP
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