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No. Variety / Line Type Origin No. Variety / Line Type Origin
1 Mrf1/Stj2//Gdr2/Mgnl1/3/Bcrchl BL' ICARDA 49 Stj3//Bcr/Lks4/3/Ter3/4/ BL ICARDA
2 Terl//Mrf1/Stj2/3/Icasyrl BL ICARDA 50 Icarashal//Quabrach3/ BL ICARDA
3 Icarasha? (Stj3//Bcr/Lks4/3/Ter3) BL ICARDA 51 Saji (check) Cultivar Iran
4 Adnanl1//Mgnl3/Ainzenl BL ICARDA 52 Zahab (check) Cultivar Iran
5 Geromtell/IRANYT053//Mgnl3/Ainze BL ICARDA 53 SRN-1/KILL//2*FOLTA-1 (check) AL CIMMYT
6 IcamorTA0462/4/Gdr2//SwAlg/Gdrl- BL ICARDA 54 Imren (check) AL Turkey
7 IcamorTA0471//lcamorTA0459/Arisl BL ICARDA 55 Miki3 (Stj3//Bcr/Lks4) BL ICARDA
8 IcamorTA041/4/IcamorTA0469/3/Bcr BL ICARDA 56 Mrb3/Tboeoticum500648/ BL ICARDA
9 Waha (Plc/Ruff//Gta/Rtte) BL ICARDA 57 Mrb3/Thoeoticum500648/3/ICAM/A BL ICARDA
10 Mrb3/Mnal//Terl/3/IcamorTA0459/ BL ICARDA 58 SwAlgia/Gd181//Ch158/3/Marsyr3 BL ICARDA
11 Maamouril/5/IcamorTA0462/4/Stj3 BL ICARDA 59 ALTAR 84 BL CIMMYT
12 Azeghar2/5/IcamorTA0462/4/Stj3 BL ICARDA 60 SORA/2*PLATA_12/3/SOR BL CIMMYT
13 Mgnl3/Ainzen1/3/Bcr/Grol//Mgnil BL ICARDA 61 ALTAR 84/STINT//SILVER_45/3 BL CIMMYT
14 Ossl1/Stj5/5/Bicrederaal/4 BL ICARDA 62 CAMAYO//HYDRANASSINIA BL CIMMYT
15 Omrabi5 (Jori c69/Hau) BL ICARDA 63 ALTAR 84/BINTEPE 85D BL CIMMYT
16 Azegharl/6/Znal/5/Awl1/4/Ruff/| BL ICARDA 64 PLATA_7/ILBOR06/3*MOJ BL CIMMYT
17 Aghrass1/3/HFN94N8/Mrb5// BL ICARDA 65 PLATA_7/ILBOR_1//SOMAT_3 BL CIMMYT
18 Ouasloukos1/5/Azn1/4/ BL ICARDA 66 MINIMUS/COMB DUCK_2C BL CIMMYT
19 Terl1/3/Stj3//Bcr/Lks4/4/Aghrass1/3 BL ICARDA 67 MIRADOUX/3/AG 1-22/2*ACO8 BL CIMMYT
20 Terl/3/Stj3//Bcr/Lks4/4 BL ICARDA 68 CBC 509 CHILE/5/2*AJAIA BL CIMMYT
21 Korifla/AegSpeltoidesSyr//Amedakul BL ICARDA 69 STORLOM/3/RASCON_37/TARRO BL CIMMYT
22 Korifla/AegSpeltoidesSyr//Mrb5 BL ICARDA 70 BRENNUR/CIRNO C 2008 BL CIMMYT
23 Korifla/AegSpeltoidesSyr//Loukos BL ICARDA 71 GEROMTEL-3/7/ALTAR 84/B BL CIMMYT
24 Korifla/AegSpeltoidesSyr/Amedaku BL ICARDA 72 GERUFTEL-1//GUAYACAN BL CIMMYT
25 Younes/TdicoAlpCol//Korifla BL ICARDA 73 CHILE/5/2*AJAIINIA/GUANAY/ BL CIMMYT
26 Waha (Plc/Ruff//Gta/Rtte) BL ICARDA 74 SOOTY_9/RASCON_37//[GUAYAC BL CIMMYT
27 Korifla/AegSpeltoidesSyr//Lahn BL ICARDA 75 INIA/GUANAY//PORRON_4/BEJA BL CIMMYT
28 T.dic.Crosses61/4/Quarmal/Gbch2/3 BL ICARDA 76 INIA/GUANAY//PORRON_4/ BL CIMMYT
29 Younes1/6/Ouasloukos1/5 BL ICARDA 77 INIA/GUANAY/8/GED BL CIMMYT
30 Icarashal/T.Aeg.Crosses BL ICARDA 78 CNDO/VEE/IPLATA_8/3/6* BL CIMMYT
31 Terbol975/Geruftel2/7/Icasyrl//Mrf2/ BL ICARDA 79 RANCO//CIT71/CII/3/COMDK BL CIMMYT
32 Icamilmus1/3/Marsyr3 BL ICARDA 80 RANCO//CIT71/CII/3/COMDK/4/ BL CIMMYT
33 Icasyr1/3/Gen//Stj/Mrb3/4/Mgnl3/A BL ICARDA 81 1A.1D 5+1-06/3*MOJO//RCOL/4 BL CIMMYT

1 Breeding lines
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34 Marsyr3/Murlagost2//T. BL ICARDA
35 Waha//Azeghar2/RedSeedTer112 BL ICARDA
36 Icasyr1/3/Bcr/SblI5//T.urartu/4/T.Ae BL ICARDA
37 Icarasha? (Stj3//Bcr/Lks4/3/Ter3) BL ICARDA
38 Marsyr3/3/Gen//Stj/Mrb3/4/T.Aeg.Cro BL ICARDA
39 Marsyr3//Saadi1989/Chan/3/T.Aeg. BL ICARDA
40  ICAMORTAO0469/4/ICAMORTA0463 BL ICARDA
41 Jk/Ch1613//TpolonicumIG97746 BL ICARDA
42 T.Aeg.Crosses/Atlas2 BL ICARDA
43 Jk/Ch1523//Atlas2/3/Mrb5/Lahaucan BL ICARDA
44 Jk/Ch1604//Ysf1/Oth6/3/Adnan2 BL ICARDA
45 Icamilmus1/3/Marsyr3//Saadi1989/ BL ICARDA
46 Mgnl3/Aghrass2/4/lcamorTA0462/ BL ICARDA
47 Icasyrl//Mrf2/T.d BL ICARDA
48 Icasyrl//Mrf2/T.dids20123/6/ BL ICARDA

CBC 509 CHILE/6/ECO/CMH7 BL CIMMYT
CANELO_8//SORA/2*PLATA _ BL CIMMYT
CANELO_8//SORA/2*PLATA_12/4/ BL CIMMYT
ALTAR 84/BINTEPE 85/3 BL CIMMYT
BYBLOS/6/PLATA_6/GREEN_17/3/ BL CIMMYT
BYBLOS/6/TOPDY_18/FOCHA_1// BL CIMMYT
PLATA_10/6/MQUE/4/USDA5 BL CIMMYT
ATIL/3/KNIPA/ /PLANETA/TRILE BL CIMMYT
OROBEL//BUSHEN_4/2*GREEN BL CIMMYT
MAALI/10/ALTAR 84/CMH82A BL CIMMYT
MOHAWK/4/DUKEM_1//PATKA BL CIMMYT
GUAYACAN INIA/2*SNITAN/ BL CIMMYT
ALTAR 84/STINT//SILVER_ BL CIMMYT
PLATA_7/ILBOR_1//SO BL CIMMYT

CBC 509 CHILE/6/ECO/CM BL CIMMYT

Losgrs oolel 2 e 5 (g5l 2T Safeview 11 (Co.LTD
L asslal e 5 S D sen o Sa Ll sy pde
Sebl  glgme Ogmen S LS gl el
2 RP) pls oLl 5 (MDD KL asls (PIC) (S
A ale (Powell et al.1996) Law 5 ol 1,1 Lals, olul
aamar 0555 5 O S55 luls e e ks
Al 5 elid b (AMOVA) IS olyls ajs

A fl?u.‘ (Peakall and Smouse 2006) GenAlEx
IS a0 smse (S5 g5 Olgee amlis 5 s S
S Sl S Ao i S5 sl b
Soos S s 350 5 s e b W slas O pls Laxls
o d 53l wlis Sl el e 5 5e slagpY
ol Clase 4 4d oxes 5 Neighbor-joining
(Perrier et al. 2003) DARwin i j5le 5 31 eslizal L (PCOA)

R

AL sl S 51 siel s LI NP UPRESS
DL Shags cnl 53 eslinal 35 SHRTNY Loy asl o5
oSole b ISsaer (655 Slakad IS slaas Lol sl a3l

! Polymorphism information content
2 Marker Index
¥ Resolving power

Slacs 55 51 S Ly el (e85 DNA 2l sl laess
GlaazalS Wi, Sl e 5 A3 SIS OIS s ) 54
bl Ol S, 5l DNAL sl Gl o) e
.(Doyle and Doyle 1987) . ¢L>_u'l CTAB ol g2
doys A 38T U5 5,05 580l by ol Sl DNA CoisS
SCOT S5l V0 51 Gaiss cl 53 1235 J13 s 3,50
JB b gl S e ST ol 515550 VY LS Lol A olizud
Jsdor 53 LT 51 plaS o Sliasiie 45 L3 gl sl 833kl

RO PR NR
53 Oy Glopaeis SRSl iS5 Ll gsleane Sl ey
mix s S Vv Jold) s S Y e
ol s S 12X PCR(Ampligon, ID: 5200300-1250)
il S 53 oS Ve cale L) S50 s S ¥ oo
ASlge 5 o Sl eslisal L o5 DNA 2l S Y
Sl Sl gl lald as ebwil T-100 Jus BIORAD

Master

wrps Ab 3 sl el uls A e S o) e PCR
a0 88 Gl bt = Y0 e 5 4235 £ Ode 4 o g
A Slpedd dag los (sileid puly Gl alds S Sl
VY Gl 5 b ST Jlail cyr sl 0 w4 Sled
Vocalg o s ol diles S 4By 5 Dde 4 e peendes
A b ol by S el a2 VY gles aids
AL a3 1/0 8T 5 sy 2 2S5 sla iiSTy Jpame
kiagen Teb ) L (g5l S, 5l eslizul L 5 S TBE



https://mg.genetics.ir/article-1-1651-en.html

[ Downloaded from mg.genetics.ir on 2026-02-01 ]

S (SNol SlacnY 30 (J9T90 Eo () y

AL 5 Oluabsl Lo e

J"’L““ U'i‘ s ..L.I:L axlln VMM:" r)j L;’lf.))‘ LS\J’ oalaial
o5 slp b Mok Sl Lol gl SHET 015
ol S5y p3Y 5 sad a5 ST Olalllae s alie gla ol
L oposss oS 3 (S5 55 e p sshiea adlas S o
S8 M L PIC Lasls b e SOLES e 3 esliud
(Heidari et al. 2017) &S o AU 1, Gd ol b s A
sl (s 33 51 ealial o 60 adllas 5 piomen
B 55 00 s s (S35 55 s 12 SCOT 5 ISSR
shts 3 Ll L Sl olgew Ml 5 RPPIC
Lds Gome pgnsn pkS oy py5 03 s JSKad

.(Etminan et al. 2016)
4 sl ST oS ws janie ske] Gt i 4 4 g L
oiﬂrf Shls ANA 5 AV olie L 5 54, SCoT-8 3 SCoT
S5 g 2ol oe Rp) ples Sokd Ol o i
Sl s ML jastls Wsg aslas 3550 lac Y 53 34 4
¥/V0 5 (SCOT-24) \/Ve (glawls S5 eslial 3,50 sla S5l

Sy e Y0 Sl L (SCOT-8)

Gl ST 4 by pe) b Sl 51 ST e lsla b 0/6Y
(SCOT-8 S5l 4 by ) b cia b (SCOT-24 5 SCoT-4
e S 2D oS nd Glagatll 55 sy et
03 Sl Slay g gle s Gl I PIC Laxli (g SLES
Lol Sl 5 et LB gl BT sluns & jasls pl (315
S b el obl JSGd el Jlazsl 5 en s anl s
(Powell et al. 1996) a3 o OLiS €50 53 o 1y S
o sl S Ol 0 (Sa S LS S o106
e gla Slis 3 s s,ls andlae 3p4e 513 L oLl
AL +/00 B /Y0 e3gums 53 LOTPIC Hldis 45 sla S 5L
Lol S5l ol gloesls 5 dites oy 5 o5 (Gdued s
{(Botstein et al. 1980) Ll o slazel LB ¢ 55 Slallas o
bsp Mk DBl 5ome Ol (i G (nl 2
Olsme op 2eS 5 +/84 lais LSCOT-1 5SCOT-2 (sls S50 «
5 Aol Cewsas /8Y Slaie L SCOT-21 S5l 4 by e O
Sl 2D sdas0lEs 45 4wl /81 LI L PIC Sl
Slgms doys 055 YU Gl cuy w5550 éujijbT P
350 S ST s Clsl s 0L S SleSb|

B Ooladad slias Soladed sluas PN S| (gl g
S Sequence) (Primer Sl el
R Jsdkr Rl S

SCoT-2 CAACAATGGCTACCACCC v 1 VY /84 v/40
SCoT-3 CAACAATGGCTACCACCG 1 1 A% +/84 v/40
SCoT-4 CAACAATGGCTACCACCT 1 ¢ §/AV /8y VA
SCoT-5 CAACAATGGCTACCACGA A ° 1 AV \AR
SCoT-7 CAACAATGGCTACCACGG 1 0 0/40 “JEA 1
SCoT-8 CAACAATGGCTACCACGT \ v 4\A +/t0 YN0
SCoT-9 CAACAATGGCTACCAGCA v 1 AR v YA
SCoT-11 AAGCAATGGCTACCACCA A 1 \n 8V YA
SCoT-12 ACGACATGGCGACCAACG 1 1 N Y ¥ia Y0
SCoT-14 ACGACATGGCGACCACCG 1 0 VYo /81 YL
SCoT-15 ACGACATGGCGACCGCGA v 0 VY “/8Y YAA
SCoT-21 CACCATGGCTACCACCAT 1 ° Ay +/8Y Y/
SCoT-24 CCATGGCTACCACCGCCA v ¢ oY X \W
SCoT-26 ACAATGGCTACCACCATC 1 1 v/to o8V Y/AY
o % 44/A) Vio To/vE
Sle o/tY %% /81 Y/0)



https://mg.genetics.ir/article-1-1651-en.html

LS 5 Oliabl Lo L de PO (ol Sy pY 38 JeTg0 Eg (wiy

SCOT S3LT 3l eslizal b aslllaes s go slacs 55 53 (AMOVA) JiSU s (slaesls lsls s ¥ Jsir

odd el lols oy e bl Sl Sl Sla o § ez @bl a3 old S lls Ao
A, JAY Y4/ASA 04/v40 \ (NI
ay /. a/vA1 a/vA1 AL1/900 ar gmar 0353
Voo 4/4\) . q+g/ve a0 o

[ Downloaded from mg.genetics.ir on 2026-02-01 ]

VAN Ly ICARDA slizs U slarnY sl 05l Lasls
CIMMYT .liza b sla Y 6l slbie ol b anslin,s oS 5
VOU) Sie Wl slass 5558 53 (S50 et 3g yids (4/Y4)
5 (CIMMYT) Comax 55 1/80 s 53 ICARDA Come
53 YV Ll 55 ICARDA Come 530 /YY) o 5055 2

LS sdalin (CIMMYT Coras
S ealiial b aedlpp 5 slai S 0550 YU (S5 ¢35 25
ISSR 5 SCOT « RAPD asle <osline JyS04e (sla SOLES
Pour-) ol s 518 58 Oldiws sl bug

Aboughadareh et al. 2017; Etminan et al, 2016; Ahmadi et
.@al. 2019; Etminan et al. 2017; Thomas and Bebeli 2010

ol Camer w5l addllas 350 85 AN gdues S
5 55 o ) eslizad L SCOT KLis 5 Lol slaesls
Jol ¢l 85,05 45 26 8 o 50 Neibour-joining 8!
Sl f\Jf}).L'o Gy Lol sl ks glas ) KS s
S8 K 5l s sbas Comar 8 4 by e slac 55
ol o s a5 Slabsl s cpl s 4 ST s
L oslaasiss b ooles Taas dals lacgsl qgiuaras

dd gdues S ICARDA (L
v Lo (PCoA) Lol Clashe 4 45 amed
b o (Y UKS) cilsy calae gloslul b glad =
2GS s S e ol Slamhe 4w 5l ol
L slagssl o3 e 655 s o8 Lol slime olul
o &S bS8l pl Sosba cwl 55eie ICARDA (L
S, 4 CIMMYT .Lliw L slacs 55 ke 53) 503 X,
Slaths dmio 5 (6 b SAS| 5l Lledd osls OLES (v_ﬂ

.J‘..a)\b))}}g

SCOT (laesls ulul ;s (AMOVA) JSse Lilsls 45
ST O £S5 bss e o JS Sl ais Sl Ao s A oS sl 0L
LB sme 030 C}JQQ\M Sl e )5 AY &S J- s el
sop osen allas K (F Jsd) AL e 4 S
el 5a3 TN (S5 655 ez 53 SCOT S Jiily
o PM‘ 5 Ol e calises bLls 1 (Silybum marianum L.)
S m e Ol i e 0905 S8 bl
OL o sdody Oliis > .(Zamani et al. 2018) el s
.(Sorkheh et al. 2016) wils o <osls pl Lol fole 1, 55
Lo o 4 Camd Smaz 0555 pebly o 0250 YL
Ll il sla LS 51 ol S glaosls ulul
s i 5 s wllas I s s 3 SCOT 5 CBDP
Pour-Aboughadareh et al. 2017; Etminan et al, 2016; ) <.
.(Ahmadi et al. 2019

5ol slaosls w3 (SKh deols Ol Sl ks dls
XY dawgie L /AT G /04 lds 55 oo SCOT (sla LGS
Sl o (VAT (S5 ol Ol mi ol st
Gl (108) (S5 ol o eS 5 s sdalie A8 5 A olat
Aol ass 53 0By S sba el s V5V Y s
5 IS Dl il 3y [SiLE Sl 4 S8 K83
2513 (o SIS 285 St Ol s

(o 203 S Camez 53 (KB 655 Ol gy 2 sy
i e sl el e S5 slaasls
Al A ks do s 08 pald (S5 e
53 sl 0 151 Jgds 53 O R S L als Coner
ICARDA sLite U Copnar candllan 3 50 (Slalpmar oy dcslie
505l Larls s olie bl Y 0t els

MR wgie ngr Sl e g5 5 e W) sl



https://mg.genetics.ir/article-1-1651-en.html

[ Downloaded from mg.genetics.ir on 2026-02-01 ]

A (Nl Sy pY 35 JeTg0 Eg (v y AL 5 Oluabsl Lo e

SCOT KLz plul 5 andlas 3550 (Sacomar 53 ol drsloes 55 sl arle -t Js

Sror g5 L

e Ll paxls < R A
e SoHl e LTS sl 550 WTslaws 0508 pasls 5 K5 g58

N (Na) (Ne) () (H)

ICARDA Sk V/ATe 1/004 /44 XYY
ot

PRHEN Py vt et e AR

CIMMYT oSOk Valnl V/go) /YN ARy
YA

PRHEM Py YR YA 0 /XY

Check YW . V/ove V/OAY /gto ARl

310kl glax /AAL /o vE /Y0

24

94

Lie b e 45) Neibour-joining (.:w)iil 33,8l alols g Sl eslinal bop g p S 55 AT IS 4 a5l fol ol S 55008 ) S
Blod o313 OLES 5o 5 ol 50,3 Ky b s 5w aaals 5 CIMMYT (Lizs L JCARDA



https://mg.genetics.ir/article-1-1651-en.html

[ Downloaded from mg.genetics.ir on 2026-02-01 ]

O, 5 Olebl Lo e

Pl (SNl Sl pY 38 (J9T90 Eo () y

24

SCOT (slaesls sl eslanal b ol clases 4 4525 5l Jool= Jgl 5ls s 55 wlil 5 203 r.)\.\f slaY sty -y (s

Aol Jos CBDP sla SLis 51 2 Aegilops slas S
.(Pour-Aboughadareh et al. 2019)

oS S
S5 gy Sl G opl Sl el sy il S sbay
53 Shls S sy andlae 3550 Mol slacgY s VU G
ol 4wslis 53 5 L3 ICARDA 5 CIMMYT Cilisn sLive
ool 2 ICARDA Comar 0 Glate b s) cumax 52
o S poman 5 0l 3512 5 la e ls sl
Rl e Lz s, g5 (6 R pS ) el el sl
W el sl SCOT (6 KL ot &5 51 OLES e
Sl ulal sl (gdaoy S 5 (S Jauly, Osls OLES s
bl g g L s s Sl Al LOT e
Sda ) p 5 b ol 6 (S el s b S

Oiz ek Ol ol Dlathe 4 4t w0 e
S sltad 5 5m 5 el 3550 sl ST bt b o 533
S KL s 1 Kl Todms s pl 6 55 L0
sl S5y plel 5 oadllas 550 bad s SS& 55 SCoT
Sele 5 (S55 ps Sllee el Dy il e (SSS
LKL ol ablS SCOT sla Silis 51 esliad b Cmor
ool 2 Jle Ulpsa il w5 15 olal 55 ot
655 5l 35 4 45 CBDP 5 SCOT sla Silis (glamnlie
=y 0> SCOT (sla Sl chies S5 Lwddn sl SIS
4 S Argilops e glaes 5 3 3 e S5 ¢ 55
e i AT gla el Bl 51 CBDP (sl Sl
Sl ST & w jante 5 us 28 e s S

23—l Slalas bl s Wlg e s SCOT



https://jab.uk.ac.ir/article_2528_f8b482c8f9a96090ba7744790cebbac6.pdf
https://jab.uk.ac.ir/article_2528_f8b482c8f9a96090ba7744790cebbac6.pdf
https://jab.uk.ac.ir/article_2528_f8b482c8f9a96090ba7744790cebbac6.pdf
https://jab.uk.ac.ir/article_2528_f8b482c8f9a96090ba7744790cebbac6.pdf
https://mg.genetics.ir/article-1-1651-en.html

[ Downloaded from mg.genetics.ir on 2026-02-01 ]

S (SNol SlacnY 30 (J9T90 Eo () y

AL 5 Oluabsl Lo e

o G QTL pLecs Jhas (63 )8 glaael x5 s
Andersen Lubberstedt 2003) 11> s 5 » bslas sla Sl
.(and

&Ll

Ahmadi J, Fabriki-Ourang S, Pour-Aboughadareh A
(2019) Evaluation of genetic diversity in Aegilops
populations possessing D genome using SCoT and TRAP
markers. Modern Genetics Journal 14:221-230 (In Farsi).
Andearson JR, Lubberstedt T (2003) Functional markers
in plants. Trends in Plant Science 8:554-560.

Botstein D, White RL, Skolnick M, Davis RW (1980)
Construction of a genetic linkage map in man using
restriction fragment length polymorphisms. American
Journal of Human Genetics 32:314-331.

Collard BC, Mackill DJ (2009). Start codon targeted
(SCoT) polymorphism: a simple, novel DNA marker
technique for generating gene-targeted markers in plants.
Plant Molecular Biology Reporter 27:86.

Doyle JJ, Doyle JL (1987) A rapid DNA isolation
procedure for small quantities of fresh leaf tissue.
Phytochemical Bulletin 19:11-15.

Etminan A, Pour-Aboughadareh A, Mehrabi AA,
Shooshtari L, Ahmadi-Rad A, Moradkhani H (2019)
Molecular characterization of the wild relatives of wheat
using CAAT-box derived polymorphism. Plant
Biosystems 153:398-405.

Etminan A, Pour-Aboughadareh A, Mohammadi R,
Ahmadi-Rad A, Noori A, Mahdavian Z, Moradi Z (2016)
Applicability of start codon targeted (SCoT) and inter-
simple sequence repeat (ISSR) markers for genetic
diversity analysis in durum wheat genotypes.
Biotechnology & Biotechnological Equipment 30:1075-
1081.

Etminan A, Pour-Aboughadareh A, Mohammadi R,
Ahmadi-Rad A, Noori A, Mahdavian Z, Moradi Z (2017)
Evaluation of genetic diversity in a mini core collection of
Iranian durum wheat germplasms. Journal of Animal and
Plant Sciences 27:1582-1587.

Etminan A, Pour-Aboughadareh A, Noori A, Ahmadi-Rad
A, Shooshtari L, Mahdavian Z, Yousefiazar-Khanian M
(2018) Genetic relationships and diversity among wild
Salvia accessions revealed by ISSR and SCoT markers.
Biotechnology & Biotechnological Equipment 32:610-
617.

Farahani E, Arzani A (2007) Study of Genetic Diversity of
Cultivars and F1 Hybrids of Durum Wheat Using
Agronomic and Morphological Traits. Journal of Science
And Technology of Agriculture And Natural Resources
4:341-354 (In Farsi).

Golabadi M, Arzani A (2003) Study of Genetic Variation
and Factor Analysis of Agronomic Traits in Durum Wheat.
Journal of Water and Soil Science 7(1):115-127(In Farsi).

Slilesl s b Sl ool o cadls sl Oy e S
i s s fly dade il 5 LadE 5 bLI) 4 s

Orehds 5 o35 S sate 05 drly Gble s LSS ol e 5

Gorji AM, Poczai P, Polgar Z, Taller J (2011) Efficiency
of arbitrarily amplified dominant markers (SCoT, ISSR
and RAPD) for diagnostic fingerprinting in tetraploid
potato. American journal of potato research 88:226-237.
Hamidi H, Talebi R, Keshavarz F (2014) Comparative
Efficiency of Functional Gene-based Markers, Start Codon
Targeted Polymorphism (SCoT) and Conserved DNA-
derived Polymorphism (CDDP) with ISSR Markers for
Diagnostic Fingerprinting in Wheat (Triticum aestivum L.)
Cereal Research Communications 42:558-567.

Hammami R, Sissons M (2020) Durum Wheat Products,
Couscous. In Wheat Quality For Improving Processing
And Human Health. Springer Press,
http://doi.org//10.1007/978-3-030-34163-3_15. 345-366
Heidari P, Etminan A, Azizinezhad R, Khosroshahli M
(2017) Genomic Variation studies in durum wheat
(Triticum turgidum ssp. durum) using CBDP, SCoT and
ISSR markers. Indian Journal of Genetics and plant
breeding 77:379-386.

Lozhkin A, Malchikov P, Makushev A, Vasiliev O,
Shashkarov L, Pushkarenko N (2020) Evaluation of spring
durum wheat varieties by yield, structure and grain quality.
In: Proceedings of IOP Conference Series: Earth and
Environmental Science. 433:012045, Cheboksary, Russia.
Mangova M, Petrova | (2007) Detection of quality
diversity of durum wheat (Triticum. durum Desf.) using
cluster and principal component analyses. Bulgarian
Journal of Agricultural Science 13:301-308.

Matus IA, Hayes PM (2002) Genetic diversity in three
groups of barley germplasm assessed by simple sequence
repeats. Genome 45:1095-1106.

Melchinger A (1990) Use of molecular markers in
breeding for oligogenic disease resistance. Plant breeding
104:1-19.

Mirzaei K, Mirzaghaderi G (2017) Genetic diversity
analysis of Iranian Nigella sativa L. landraces using SCoT
markers and evaluation of adjusted polymorphism
information content. Plant Genetic Resources 15:64-71.
Mohammadi SA, Prasanna BM (2003) Analysis of genetic
diversity in crop plants, salient statistical tools and
considerations. Crop Science 43:1235-1248.

Peakall R, Smous P (2012) GenAlEx 6.5: genetic analysis
in Excel. Population genetic.

Pour-Aboughadareh A, Ahmadi J, Mehrabi AA, Etminan
A, Moghaddam M (2017) Assessment of genetic diversity
among lIranian Triticum germplasm using agro-
morphological traits and start codon targeted (SCoT)

markers. Cereal research communications. 45:574-586.


http://mg.genetics.ir/search.php?sid=1&slc_lang=en&auth=Ahmadi
http://mg.genetics.ir/search.php?sid=1&slc_lang=en&auth=Fabriki-Ourang
http://mg.genetics.ir/search.php?sid=1&slc_lang=en&auth=Pour-Aboughadareh
http://mg.genetics.ir/article-1-95-en.pdf
http://mg.genetics.ir/article-1-95-en.pdf
http://mg.genetics.ir/article-1-95-en.pdf
http://mg.genetics.ir/article-1-95-en.pdf
https://jstnar.iut.ac.ir/article-1-388-en.pdf
https://jstnar.iut.ac.ir/article-1-388-en.pdf
https://mg.genetics.ir/article-1-1651-en.html

[ Downloaded from mg.genetics.ir on 2026-02-01 ]

O, 5 Olebl Lo e

Pl (SNl Sl pY 38 (J9T90 Eo () y

Pour-Aboughadareh A, Ahmadi J, Mehrabi AA, Etminan
A, Moghaddam M (2018) Insight into the genetic
variability analysis and relationships among some
Aegilops and Triticum species, as genome progenitors of
bread wheat, using SCoT markers. Plant Biosystems
152:694-703.

Pour-Aboughadareh A, Etminan A, Shooshtari L, Maleki-
Tabrizi N (2019) Comparative assessment of SCoT and
CBDP markers for investigation of genetic diversity
existing in different Aegilops species. Agricultural
Biotechnology Journal 11:153-174 (In Farsi).

Powell W, Morgante M, Andre C, Hanafey M, Vogel J,
Tingey S, Rafalski A (1996) The comparison of RFLP,
RAPD, AFLP and SSR (microsatellite) markers for
germplasm analysis. Molecular Breeding 2:225-238.
Pradeep-Reddy M, Sarla N, Siddiq EA (2002) Inter simple
sequence repeat (ISSR) polymorphism and its application
in plant breeding. Euphytica 128:9-17.

Rao VR, Hodgkin T (2002) Genetic diversity and
conservation and utilization of plant genetic resources.
Plant Cell, Tissue and Organ Culture 68:1-19.

Reif JC, Xia XC, Melchinger AE, Warburton ML,
Hoisington DA, Beck D, Bohn M, Frisch M (2004)
Genetic diversity determined within and among CIMMYT
maize population of tropical, subtropical, and temperate
germplasm by SSR markers. Crop Science 44:326- 334.
Singh AK, Rana MK, Singh S, Kumar S, Kumar R, Singh
R (2014) CAAT box-derived polymorphism (CBDP): a
novel promoter-targeted molecular marker for plants.

Journal of plant biochemistry and biotechnology 23:175-
183.

Sorkheh K, Amirbakhtiar N, Ercli S (2016) Potential Start
Codon Targeted (SCoT) and interretrotransposon
amplified polymorphism (IRAP) markers for evaluation of
genetic diversity and conservation of wild pistacia species
population. Biochemical Genetics 54:368-387
Spanoleti-Zeuli PL, Qualset CO (1987) Geographical
diversity for quantitative spike chracters in a world
collection of durum wheat. Crop Science 27:235-241.
Thomas KG, Bebeli, PJ (2010) Genetic diversity of Greek
Aegilops species using different types of nuclear genome
marker. Molecular Phylogenetics and Evolution 56:951-
961.

Zamani N, Mirzaei K, Zamani W (2018) Evaluation of
genetic diversity in several populations of medicinal Milk
thistle using molecular marker. Journal of Molecular and
cellular research(lranian Journal of Biology) 31:293-305
(In Farsi).



https://jab.uk.ac.ir/?_action=article&au=30009&_au=Alireza++Pour-Aboughadareh&lang=en
https://jab.uk.ac.ir/?_action=article&au=22133&_au=Alireza++Etminan&lang=en
https://jab.uk.ac.ir/?_action=article&au=30014&_au=Lia++Shooshtari&lang=en
https://mg.genetics.ir/article-1-1651-en.html
http://www.tcpdf.org

