[ Downloaded from mg.genetics.ir on 2026-02-17 ]

[ DOR: 20.1001.1.20084439.1400.16.1.10.8 ]

LA 3 B 9 90 Curod JLSle 4320 9 (S ) E g oy
CBDP sl sl 3 ookt b gl 5T

Evaluation of genetic diversity and population structure analysis
in some Aegilops species using CBDP markers
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