[ Downloaded from mg.genetics.ir on 2026-05-25 ]

o & 0 IZwly el y (b aasin g by (oo ( jLudiluod
aln y 538 Sed g I (& 9 99 (Lins) jhiw JPld o) S

Molecular cloning, expression and characterization of drought
responsive promoter of linalool synthase gene (Lins) in some
populations of basil (Ocimum basilicum L.)
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