[ Downloaded from mg.genetics.ir on 2026-06-13 ]

95 g0 0> 1 (093 & 30 i g¥ 1 A (Sl 5 E i 9 Sl (i y
P33 JF SLINS slrosls 3l oaliint b 5 5lxi sl oY

Investigation of structure and genetic diversity of three native
chicken ecotypes with common ancestor and commercial lines
using whole genome sequencing data
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