[ Downloaded from mg.genetics.ir on 2026-02-11 ]

31 0ol b gy 5T ik 4 gF dw 40 (Sl E gl (w3
ISSR g CBDP, SCOT gl 5Kl

Assessment of genetic diversity among three different species of
Aegilops sp. using CBDP, SCoT and ISSR markers
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