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Leaf rust resistance evaluation of Aegilops genotypes
at the seedling and adult plant stages
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10 Ae. vavilovii ; 3* N ,.C OR 20R-MR
11 Ae. vavilovii iC 1N 7 ; 10R
12 Ae. vavilovii ; 1N N N 5R
13 Ae. vavilovii ; 1N N N 10R
14 Ae. vavilovii 0;7 1N ;CN N 10-15R
15 Ae. vavilovii iCN 3* C iCN R 10R
16 Ae. vavilovii ; 3* 0;° ; 5-10R 10R
17 Ae. vavilovii N N 0;7 N 10R
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24 Ae. vavilovii 0;7 ; 2C N 5R
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26 Ae. vavilovii ,.C C 2C N 10R
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30 Ae. vavilovii 0;7 C 0;7 C OR
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35 Ae. vavilovii 0;° ; ; N R
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44 Ae. geniculata  3* 2C 3* 3" OR
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46 Ae. neglecta i ; Vv ; OR
47 Ae. crassa 3* 3 3* 3* R
48 Ae. neglecta N ;- N .C OR
49 Ae. biuncialis ;12 3* 3* 12* OR

* Pt: Pathotype

** APR: Adult Plant Resistance

*** Adult Plant Resistance by one pathotype in susceptible seedlings
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