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effects of and estimation of correlation coefficients of genomic
breeding values of bakery quality traits of bread wheat
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! Double digest restriction-site associated DNA sequencing
2 Genotyping by sequencing
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Table 1. Lines and checked cultivars pedigrees of the breeding population

e)LQ.«.: &Tﬁ;}"-}/d’:y e‘)w %ﬁj/w‘y
1 Morvarid 26  SUP152*2/TECUE#1
2 Gonbad 27 SUP152*2/TECUE #1...
3 SITTE/MO//PASTOR/3/TILHI.... 28  SITTE/MO//PASTOR/3/TILHI/4AIM..
4 REEDLING#1 29  SAAR//INQALAB 91*2/KUKUNA...
5 ALTAR84/AE.SQUARROSA..... 30  WHEAR/VIVITSI//WHEAR/3/WH...
6 NAC/TH.AC//3*PVN/3/MIRL.... 31  MILAN/KAUZ//BABAX/3/BAV92...
7 CHIBIA//PRLII/CM65531/3/S.... 32  PAURAQ//ND643/2*WBLL1/3/PA...
8 KACHU//WBLL*2/BRAMBLING 33  WHEAR/VIVITSI//WHEAR*2/3/K...
9 BAJ#1*2/WHEAR 34  SOKOLL/3/PASTOR/HXL7573/2....

10 PBW343*2/KUKUNA/3/PAST....
11  KACHU/BECARD//WBLLI1*2....
12 SUP152*2/TECUE#1

13~ WHEAR/KUKUNA/3/C80.1/3.....
14  QUAIU*2/KINDE

15  FRNCLN/NIINI #1//FRANCOL...
16 FRNCLN*2/TECUE#1

17 MUTUS*/TECUE#1

18  FRNCOLIN#1/AKURI#1//FRN...
19  CHIBIA//PRLII/CM65531/3/SK....
20 KACHU#1//IWBLL1*2/KUKUNA
21  CHIBIA//PRLII/CM65531/3/SKA.
22 CHIBIA//PRLII/CM65531/3/SW89.
23  KACHU/PVN//KACHU

24  PCAFLR/KINGBIRD#1//KIRITAT..

25  PCAFLR/KINGBIRD #1//KIRITAT..

35  SOKOLL/3/PASTOR//HXL7573/2....
36  ND643/2*WBLL1//HEILO

37 SUP152*2/TINKIO#1

38  KACHU*2/3/ND643//2*PRL/2*PAS..
39  ND643/2*WBLL1/4/CHIBIA//PRLII..
40 BECARD/3/PASTOR//MUNIA/ALT..
41  PFAU/MILAN//FISCALL/3/VORB...
42  KIRITATI/ATTILA*2/PASTOR/3...
43  CHIBIA/PRLII/CM65531/3/SKA....
44 CHIR3/4/SIREN//ALTAR 84/AE.....
45  PREMIO/BERKUT

46  MILAN/SHAT7/3/THB"S"/TON"S"...
47  GASPARD//MILAN/SHA7/3/MIL...
48  GASPARD//MILAN/SHA7/3/MIL...
49  SW89.3064/STAR//INIA/3/MILAN...

50 MV17/6/ATRAK/5/4777/FKN/GBY/...
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