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Investigating the expression of miR160 and miR393 and their
target genes in sugarcane under waterlogging stress
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miR160-RT GTC GTATCC AGT GCA GGG TCC GAG GTATTC GCACTG GAT ACG ACT GGC AT
miR160-F ACTGCCTGGCTCCCTGT
miR393-RT GTC GTATCC AGT GCA GGG TCC GAG GTATTC GCA CTG GAT ACG CGA TCA AT
miR393-F GAGGATCCTCCAAAGGG
Universal GTGCAGGGTCCGAGGT
ARF17-F CGACCGTAGACTTGACCCA
ARF17-R CTCTTGGGCTGGTGGTTGCA
AFB2-F CGGTAAAGGGTAGATGCC
AFB2-R TTCTGGCTTCTTGGTGACT
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