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content in F5 families of melon
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Candidate gene Primer name Sequence (5'-3") Annealing temperature (°C)
TCGAAACGGCTGAAGATGCT
SIERFL HRM-SIEL CCATACAGCAACGGTGGAGT 61
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Fruit
statistics Yield per number Days to Fruit Fruit Fruit Cavity Flesh Flesh to TSS(S)
plant(Y) per harvest(H) weight(W) length(L) width(Wi) diameter(C) thickness(T) cavity(FC)
plant(N)

Unit g No. days g cm cm cm cm - Ybrix
Min. 1208.92 1.23 21.77 631.74 9.73 11.36 4.86 2.65 0.45 7.90
Max. 6827.19 3.17 39.37 2004.77 17.23 16.36 7.75 482 1.01 12.32
Mean 2393.03 212 29.88 1100.06 12.99 13.26 6.39 3.69 0.60 10.23
SD? 1096.16 0.45 3.62 317.80 157 122 0.68 0.52 0.11 0.98
cVv® 45.81 21.33 12.13 28.89 12.05 9.17 10.65 14.07 18.51 9.58

aSD is an abbreviation of standard deviation measured from the means of 35 genotypes evaluated in 3 replications.
bCV is an abbreviation of coefficient of variation, which was estimated as the ratio of the standard deviation to the mean of all genotypes.
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Source of Yield per number Days to Fruit Fruit Fruit Cavity Flesh Flesh to TSS(S)
variation plant(Y) per harvest(H)  weight(W) length(L) width(Wi) diameter(C) thickness(T) cavity(FC)
plant(N)

Replication 2 2618236* 1.44 17.90 5403.8 154 0.86 0.42 0.10 0.01 0.53
Treatment 34  2298670** 0.55 35.25** 257006.2** 6.32** 3.83** 1.25** 0.69** 0.032** 2.72**

Error 68 786610 0.56 10.42 44718.5 1.03 0.93 0.29 0.27 0.012 1.12

C.V. 37.6 35.3 10.80 19.17 7.78 7.24 8.40 13.96 18.9 10.3
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Line code Yield per Fruit Days to Fruit Fruit Cavity Flesh Flesh
plant number per harvest weight length width diameter thickness to TSS

plant cavity
NG14-2-2-1 3071.8 2.8 26.7 1117.0 13.5 14.2 7.8 34 0.5 13.1
NG14-3-2-2 3090.7 33 254 927.2 12.9 12.8 6.2 3.6 0.6 12.9
NG18-1-2-2 1262.5 15 23.0 841.7 11.3 13.3 6.0 4.2 0.7 144
NG18-4-3-3 4272.7 3.7 284 1068.2 131 124 5.6 3.7 0.7 12.7
NG26-2-2-1 1028.0 18 254 571.1 114 11.0 5.5 29 0.6 111
NG5-3-1-3 2119.0 1.8 324 1177.2 13.9 13.9 6.2 41 0.7 12.7
SG25-1-1-3 2331.1 3.1 31.7 741.7 12.0 115 5.7 33 0.6 11.6
SG25-3-1-2 1842.8 18 38.4 1023.8 12.9 124 55 3.6 0.7 133
SG26-1-2-1 2131.0 1.3 30.0 1598.3 14.3 155 5.8 4.8 0.8 12.6
SG26-2-1-3 19455 13 32.8 1556.4 15.6 15.6 85 3.9 0.5 154
SG26-3-2-2 4406.0 2.3 32.3 1888.3 15.1 17.0 8.8 5.6 0.7 11.8
SG29-2-2-2 2327.2 2.3 27.0 872.7 141 131 6.5 34 0.5 12.0
SG32-1-1-1 1256.6 1.2 18.0 1047.2 12.2 12.7 6.8 3.7 0.5 141
SG38-1-2-2 3729.8 20 29.4 1864.9 17.9 14.6 6.4 4.2 0.7 10.7
SG38-2-1-4 4420.7 3.0 29.3 1473.6 15.3 15.3 6.6 4.8 0.8 12.2
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