[ Downloaded from mg.genetics.ir on 2025-07-18 ]

o g 5T SARBLT 35 )l & yond (Swilo 5 9l g (saxdliao
Lo 5 i & o dgwil) oS sy § (Pl jglaody

Bioinformatics evaluation of the gene expression profile of
Arabidopsis seedlings in order to identify heat stress responsive
hob genes
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