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Trait SNP name QTL trait QTL symbol
AFI O/fVAT4 Body weight BW
Rump length RUMLGT
AFI \Y/EYY Y Scrotal circumference SCRCIR
AFI Y¥/F4VY Body weight BW
AFI YV/FSVAS Udder width UWDT
AFC Teat placement - front FTPL
Udder attachment UA
Teat length TLGTH
Carcass weight CWT
Calving ease CALEASE
AFI \Y/04FY Stillbirth SB
Calving ease CALEASE
Calf size CALFSz
Stillbirth SB
Clinical mastitis CM
AFC Yo /OATAAYYY NON NON
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AFC Y/ YaPraVY Milk yield MY
Meat color score MCOLOR
Average daily gain ADG
Body weight BW
AFC VO/YAYYYA 4 Feed conversion ratio FCR
Milk protein percentage PP
Avrachidonic acid content FA-C20:4
Milk capric acid content MFA-C10:0
Average daily gain ADG
Body weight (weaning) WWT
AFC YA/YOQ\YTQ Pelvic area PELAR
Interval to first estrus after calving CALEST
Interval from first to last insemination INSINT
Heifer pregnancy HPG
AFC O/OFVY 05T Somatic cell score SCS
Milk fat percentage FP
Milk fat yield FY
AFC O/08$94Y Longissimus muscle area LMA
Retail product yield YIELD
Milk protein yield PY
Somatic cell score SCS
AFC YY/FAY 40y Multiple birth TWIN
Carcass weight CWT
AFC T/4) YAVAQY Clinical mastitis CM
Calf size CALFSz
Body weight BW
Structural soundness SOUND
Stillbirth SB
Age at puberty PUBAGE
AFC YO/YAAT 400 Milk protein yield PY
NIPC VA/FTAYYY Multiple birth TWIN
Milk protein percentage PP
NIPC AAVEOOYVY Milk capric acid content MFA-C10:0
Milk myristic acid content MFA-C14:0
Udder swelling score uss
NIPC YA/AYAT'S Pregnancy rate PREGRATE
Udder cleft uc
Milk protein yield PY
Antral follicle number AFOLN
Fat thickness at the 12th rib FATTH
Longissimus muscle area LMA
Body weight BW
NIPC S/VEYYYON Body weight BW
Milk protein yield PY
NIPC S/EVVFYFA Body weight BW
NIPC #/YFYA4YVS Calving ease CALEASE
NIPC $/F+FAFANY Body weight BW
Calving ease CALEASE
NIPC VYAYSEYYY NON NON
NIPC VAV OOYAAY Residual gain RGAI
NIPC FEVYOYSNY Body weight BW
NIPC )F/VAFVY FVY Meat color L MCIEL
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