[ Downloaded from mg.genetics.ir on 2026-06-18 ]

SO P 2 migig) Tl 10 o fF Gl AL ik oy
GRT- 3 03kt U 1315 bazls ada s 38 O b JES 59 H3e
PCR
Investigating the role of heat stress memory in the transcriptional

response of some nitrate transporter genes in canola seedling
roots using qRT-PCR
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