[ Downloaded from mg.genetics.ir on 2026-06-13 ]

Q¥ (5950 (gmslS 0 (S ) Eg8 ow ) g Cuke U lu 4 325
SSR s yilis 31 oolaiwt b Aegilops tauschii Coss

Population genetic structure and investigation of genetic diversity
in the core collection of Aegilops tauschii Coss. species using SSR
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| barc 70 F GCGTGTCGTGCTTGTTCTCGGTTC Y Y NE et
R CGCTATTTGCCGCCACCTCCATCA

\ barc105  F CAGGAAGAAAAGGAAAGCATG Y VEYYVA A
R GCGGTGTGGCAATAATTACTTTTT

v barc130  F CGGCTAGTAGTTGGAGTGTTGG | 2SS VACURVAY
R ACCGCCTCTAGTTATTGCTCTC

¢ barc135  F ATC GCC ATC TCC TCT ACC A Y ALY
R GCG AAC CCATGT GCT AAG T

0 barc141  F GGCCCATGGATAATTTTTGAAATG Y SEY V0L /Ae
R CAATTCGGCCAAAGAAGAAGTCA

1 barc152  F CTTCCTAAAATCGGGCAACCGCTTGTTG Y AT VIC SRS
R GCGTAATGATGGGAGTGGCTATAGGGCAGTT
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v barc 170 F CGCTTGACTTTGAATGGCTGAACA ¥ YV YW /vo
R CGCCCACTTTTTACCTAATCCTTTT

A barc 175 F GCGTAACAGAAGCGGAGAAAGC ¥ /AN VA AN
R GCGAATCATTTAGTGTTAGGTGGC

4 barc 178 F GCGTATTAGCAAAACAGAAGTGA ¥ AR Vv /oA
R GCGACTAGTACGAACACCACAAA

AN barc 186 F GGAGTGTCGAGATGATGTGGAAA ¥ ¥ AR A%
R GCAGACGTCAGCAGCTCGAGAG

N barc 204 F CGCAGAAGAAAAACCTCGCAGAAAA \ /8 VA /8
R CGCAGTGTATCCAAATGGGCAAG

)Y barc 205 F GCGACAGTTGTAGCGGCAGTAGC ¥ oYY AN Y
R GAGCGTAGTAGAAGCAGAAGGAG

W barc 54 F GCGTTGGCTAATCATCGTTCCTTC v /LY /&Y Ve
R AGCACCCTACCCAGCGTCAGTCAA

Vi barc 59 F GCG GAG TCT GCA AT ¥ /A V4t AN
R GCATCC ACC TCC GCAGTC AGT

Vo barc 66 F GCGGCATTTACATTTCAGATAGA ¥ Y VY AU
R TGTGCCTGATTGTAGTAACGTATGT

"M barc 87 F AGGCCTAGAGACTCAAAGCTG ¥ Y /&Y AR
R GCGCTCTTCATCAACACATTCCTC

WV barc 95 F GGGGTGTGGTTGTTTGTAAGG ) /et /Y et
R TGCGAATTCTATATACGATCTTGA

YA cfa 2040 F TCAAATGATTTCAGGTAACCAC ) AN Y/t s/er
R TTCCTGATCCCACCAAACAT

4 cfa 2187 F TAGCAAAGGGTGCATGTGAG \ 1/0n Y/t ‘o
R GCATGTTACGTCGCTGTTGT

Yo cfd 51 F GGAGGCTTCTCTATGGGAGG ¥ +/84 AR +/44
R TGCATCTTATCCTGTGCAGC

n cfd 79 F TCTGGTTCTTGGGAGGAAGA ¥ +/84 VIAA /Ay
R CATCCAACAATTTGCCCAT

Yy cfd9 F TTGCACGCACCTAAACTCTG ¥ t/EV YA /At
R CAAGTGTGAGCGTCGG

w gwm 272 F GCAAGAAGCAACAGCAGTAAC ¥ r/tt ¥ */AY
R CAGATGCTCTTCTCTGCTGG

vt gwm 314 F AGGAGCTCCTCTGTGCCAC ) i Yot i
R TTCGGGACTCTCTTCCCTG

Yo gwm 337 F GACCAAGATATTCAAACTGGCC ¥ A V/ve +/04
R AGCTCAGCTTGCTTGGTACC

AR gwm 358 F ATCATGTCGATCTCCTTGACG ¥ oYY VA A
R TGCCATGCACATTAGCAGAT

v gwm 382 F GTCAGATAACGCCGTCCAAT ¥ +/tt VXY */A]
R CTACGTGCACCACCATTTTG

YA gwm 533 F AAGGCGAATCAAACGGAATA ¥ A +/8Y AN
R GTTGCTTTAGGGGAAAAGC

4 wmc 285 F TGTGGTTGTATTTGCGGTATGG ¥ +/EY \AN IAY
R TTGTGGTGCTGAGTTAGCTT

AN wmc 765 F GGGATCAGACTGGGACTGGAG ¥ /e V/ok +/4¥
R GGGTTGGCTTGGCAGAGAA
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™ wms 102 F TCTCCCATCCAACGCCTC Y Y Y/ AN
R TGT TGG TGG CTT GAC TAT TG

Yy wms 113 F ATTCGAGGTTAGGAGGAAGAGG Y XY /0. Vats
R GAGGGTCGGCCTATAAGACC

A wms 114 F ACAAACAGAAAATCAAAACCCG \ VY Y/e1 XY
R ATCCATCGCCATTGGAGTG

vt wms 121 F TCCTCTACAAACAAACACAC \ +/84 Y/AY /84
R CTCGCAACTAGAGGTGTATG

Yo wms 16 F GCTTGGACTAGCTAGAGTATCATA Y AR /oA 4%
R CAATCTTCAATTCTGTCGCACGG

™ wms 190 F GTGCTTGCTGAGCTATGAGTC Y /84 YAY /A4
R GTGCCACGTGGTACCTTTG

v wms 24 F CACACAAGGCACCATTGC ¥ AN /Y4 QAN
R CAATGGACATAGTTGTGTGCG

TA wms 37 F ACTTCATTGTTGATCTTGCATG \ oYY V/08 oYY
R CGACGAATTCCCAGCTAAAC

T4 wms 52 F CTATGAGGCGGAGGTTGAAG Y Y AL Yy
R TGCGGTGCTCTTCCATTT

£ wms 55 F GCATCTGGTACACTAGCTGCC Y Al Y/AY Y
R TCATGGATGCATCACATCCT

Am) \/AQ AN
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! Polymorphism information content

2 Marker index

3 Resolving power

* Analysis of molecular variance analysis (AMOVA)
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