[ Downloaded from mg.genetics.ir on 2026-02-10 ]

[ DOR: 20.1001.1.20084439.1398.14.1.9.3 ]

SS9 ) b bad 4o EST-SSR (g 30l b Fy Jod i g9 5 comtd
PAT 08 5 99 oo (AW S 40 (i gl

Genetic analysis of F, by using EST-SSR markers associated with
Glutenin subunits in a cross between two wheat cultivars
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