[ Downloaded from mg.genetics.ir on 2026-01-31 ]

[ DOR: 20.1001.1.20084439.1397.13.1.16.3 ]

9 U3l g1 SiwoglE HSPT0 (35 B30 sk ué SNP I 31 i st
O (g y & yShos

Prediction of nonsynonymous SNP consequences in heat shock protein 70
(Hsp70) gene of bubalus bubalis on structure and function of its protein
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