[ Downloaded from mg.genetics.ir on 2025-11-17 |

[ DOR: 20.1001.1.20084439.1397.13.3.10.1]

SBCSL 59 sl (F1eSul o (59 Mo Oluogas g Ll aalia
GPCR 31 0ol b (395 515 A1Y (5903 Al yo 4w williseo
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synthase candidate gene in different Crown Imperia tissues,
during three developmental stages using g-PCR
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